
SEQUENCE LISTING 
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<210> 1 
<211> 11 
<212> PRT 

<213> Artificial Sequence ' 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 1 

Phe Phe Lys Lys Ala Ala His Val Gly Lys. His 
1 5 10 



<210> 2 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic 



<210> 3 
<211-> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



primer 



<400> 2 

. ttcttcaaga aggcygcyca ygtsggmaag ca 



32 



<400> 3 



His Val Gly Lys Ala Ala Leu Thr His Tyr Leu 
1 5 10 



<210> 4 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 4 

caygtsggma aggcygcyct saahcaytac ct 

<210> 5 
<211> 20 
<212> DNA 

,<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 5 

gcccactttg tattcgcaag 

<210> 6 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 6 

ctgaaggctc cttcaaggcg 

<210> 7 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 7 

Met Lys Phe Thr Ala Thr Phe 
1 5 



<210> 8 
<211> 21 
<212> DNA 

<213> Artificial Sequence 



<220> - 

<223> Description of Artificial Sequence: Synthetic 
.primer 

<400> 8 

atgaagttca ctgccacctt c 



<210> 9 
<211> 6 
<212> PRT • 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 9 

Lys Arg Ala Val Asp Glu 
1 5 



<210> 10 . 
<211> 17 . 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

•<400> 10 

tcatcgactg cgcgctt 



<210> 11 
<211> 7 
<212> PRT 

<213> Pleuronectes americanus 
<400> 11 

Lys Gly Arg Trp Leu Glu Arg 

1- .5 



<210> 12 
<211> 21 
<212> DNA 

<213> Pleuronectes americanus 
<400> 12 

aagggcaggt ggttggaaag g 



<210> 13 
<211> 6 
<212> PRT 

<213> Pleuronectes americanus 



<400> 13 



Tyr Gin Glu Gly Glu Glu 
1 5 



<210> 14 
<211> 17 
<212> DNA 

<213> Pleuronectes americanus 
<400> 14 

ccctccccct cctggta 



<210> 15 

<211> 7 

<212> PRT 

<213> Pleuronectes americanus 

. <400> 15 

Arg Lys Arg Lys . Trp Leu Arg 
1 ~ 5 



<210> 16 
•<211> 21 
<212> DNA 

<213> Pleuronectes americanus 
<400> 16 

cgtaagagaa agtggttgag a 

<210> 17 
<211> 6 
<212> PRT 

<213> Pleuronectes americanus 
<400> 17 

Lys Ala Ala His Val Gly 
1 5 



<210> 18 
<211> 18 
<212> DNA 

<213> Pleuronectes americanus 
<400> 18 

aaggctgctc acgttggc 

<210> 19 
<211> 20 
<212> DNA 

<213> Pleuronectes americanus 
<400> 19 

ctgaaggctc cttcaaggcg 



<210> 20 



<211> 7 
<212> PRT . 

<213> Pleuronectes americanus 
<400> 20 

Phe Leu Gly Ala Leu lie Lys 
1 5 



<210> 21 
<211> 21 
<212> DNA 

<213> Pleuronectes americanus 
<400> 21 

ttcttaggag cccttatcaa a 



<210> 22 
<211> 6 
<212> PRT 

<213> Pleuronectes americanus 
<400> 22 

Tyr Asp Glu Gin Gln.Glu 
1 .5 . 



<210> 23 
<211> 18 
<212> DNA 

<213> Pleuronectes americanus 

. <400> 23 
ctcctgctgc tcgtcata 

<210> 24 
<2li> 6 
<212> PRT 

<213> Pleuronectes americanus 
<400> 24 

His Gly Arg His Ala Ala 
1 5 



<210> 25 
<211> 18 
<212> DNA 

<213> Pleuronectes americanus 
<400> 25 

catggtcgtc atgctgcc 

<210> 26 
<211> 20 
<212> DNA 

<213> Pleuronectes americanus 



<400> 26 

ctgaaggctc cttcaaggcg 



<210> 27 
<211> 6 
<212> PRT 

<213> Pleuronectes americanus 
<400> 27 

Gly Phe Leu Phe His Gly 

1 • 5 



<210> 28 
<211> 18 
<212> DNA 

<213> Pleuronectes americanus 
<400> 28 

gggatttctt tttcatgg 



<210> 29 
<211> 6 
<212> PRT 

<213> Pleuronectes americanus 
<400> 29 

Ser Phe Asp Asp Asn Pro 
1 5 • 



<210> .30 
<211> 18 
<212> DNA 

<213> Pleuronectes americanus 
<400> 30 

gggttgtcat cgaatgag 



<210> 31 
<211> 6 
<212> PRT 

<213> Pleuronectes americanus 
<400> 31 

Arg Ser Thr Glu Asp lie 

.1 5 



<210> 32 
<211> 18 
<212> DNA 

.<213> Pleuronectes americanus 



<400> 32 

cgttctacag aggacatc 



<210> 33 
<211> 6 ■ 
<212> PRT 

<2.13> Pleuronectes americanus- 
<400> 33 

Asp Asp Asp Asp Ser Pro 

1 . '5 



<210> 34 
<211> 18 
<212> DNA 

<213> Pleuronectes americanus 
<400> 34 

ggggctgtca tcatcatc 



<210> 35 
<211> 6 
<212> PRT 

<213> Pleuronectes , americanus 
<400> 35 . 

Trp Met Glu Asn Pro Thr 
1 5 



<210> 36 
<211> 18 
<212> DNA 

<213> Pleuronectes americanus 
<400> 36 

tggatggaga atcccacc 



<210> 37 
<211> 18 
<212> DNA 

<213> Pleuronectes americanus 
<400> 37 

gtgaggttgt gttgcggg 



<210> 38 
<211> 6 . 
<212> PRT 

<213> Pleuronectes americanus 
<400> 38 

Gly Met Met Pro Asn Asn 
1 5 



<210> 39 
<211> 18 
<212> DNA 

<213> Pleuronectes americanus 



<400> 39 

gggatgatgc caaacaac 

<210> 40 
<211> 19 
<212> DNA 

<213> Pleuronectes americanus 
<400> 40 

acttggacta tgggctgag 

<210> 41 

<211> 6 

<212> PRT. 

<213> Pleuronectes americanus 

<400> 41 
. Trp Met Met Pro Asn Asn 
1 5 



<210> 42 
<211> 18 
<212> DNA 

<213> Pleuronectes americanus 
<400> 42 

tggatgatgc catacaac 

<210> 43 
<211> 19 
<212> DNA 

<213> Pleuronectes americanus 
<400> 43 

gttgttggag caggaatcc 

44 
6 

PRT 

Pleuronectes. americanus 
<400> 44 

Ala Ala Leu Val Val Asp 
1 5 



<210> 45 
<211> 20 
<212> DNA 

<213> Pleuronectes americanus 



<210> 
<211> 
<212> 
<213> 



<4.00> 45 

tcgctgccct cgttgttgac 



<210> 46 
<211> 7 
<212> PRT 

<213> . Pleuronectes americanus 
<400> 46 

Val Leu Leu Thr Glu Ala Pro 

■ " 1 . ■ ' 5 



47 
19 

DNA ' 

Pleuronectes americanus 
<400> 47 

ggagcctcgg tcagcagga 

<210> 48 
<211> 6 
<212> PRT 

<213> Pleuronectes , americanus 
<4 00> 48 

Val Phe Pro Ser lie Val 
1 5 



<210> 49 
<211> 17 
<212> DNA 

<213> Pleuronectes americanus 
<4 00> 4 9 

gtgttccatc catcgtc 

<210> 50 
<211> .7 
<212> PRT 

<213> Pleuronectes americanus. 
<4 00> 50 

His Thr Phe Tyr Asn Glu Leu 
1 5 



<210> 51 
<211> 20 
<212> DNA 

<213> Pleuronectes americanus 
<400> 51 

gagctcgttg tagaaggtgt 

<210> 52 

<211> 6 

<212> PRT 

<213> Salmo salar 



<210> 
<211> 
<212> 
<213> 



<400> 52 
Met His Leu 
1 



Pro Glu Pro 

5 



<210> 53 
<211> 18 
<212> DNA 



<213> Salmo 



salar 



<400> 53 



atgcatctgc cggagcct 



18 



<210> 54 

<211> 23 " 

<212> DNA 

. <213> Salmo salar 

. <400> 54 

cattgca'aac atgtacaaac tag .23 

<210> 55 

<211> 6 

<212> PRT 

<213> Salmo salar . 

<400> 55 

Met Asn Leu Pro Met His 
1 5 



<210> 56 

<211> 17 

<212> DNA 

<213> Salmo salar 



<210> 57 

<211> 16 

<212> DNA 

<213> Salmo salar 

<400> 57 

gggcaaatta aaggcg • 16 

<210> 58 

<211> 8 

<212> PRT 

<213> Salmo salar 

<400> 58 

lie Val Gly Arg Pro Arg His Gin 

1 • . • - 5 



<400> 56 

atgaatctgc cgatgca 



17 



<210> 59 

<211> 23 

<212>.DNA 

<213> Salmo salar 

<400> 59 

tcgtcggtcg ( tcccaggcat cag 23 



<210> 60 

<211> 8 

<212> PRT 

<213> Salmo salar 



<400> 60 

Gly Tyr Ala. : Leu Pro His Ala lie 
1 5 



<210> 61 

<211> 23 

<212> DNA 

<213> Salmo salar 



<400> 61 

atggcgtggg gcagagcgta ac.c 23 



<210> 62 
<211> 24 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidih-like peptide 

<220> 

<223> c-term amidation 
<400> 62 

Gly Lys Gly Arg Trp Leu Glu Arg lie Gly. Lys Ala Gly Gly lie lie 

"l- 5 10 15 . 

lie Gly Gly Ala Leu Asp His Leu 
20 



<210> 63 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 



<220> 
<223> 



c-term amidation 



<400> 63 

Trp Leu Arg Arg lie Gly Lys Gly Val Lys lie lie- Gly Gly Ala Ala 

1 " ' 5 10. 15 • 

Leu Asp His Leu 
20 



<210> 64 
<2il> 26 

<212> PRT ; \ 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 

<4 00> 64 " 

Gly Arg Arg Lys Arg Lys Trp Leu Arg Arg lie Gly Lys Gly Val Lys 
1 5 10 1-5 

lie lie Gly Gly Ala Ala Leu Asp His Leu 
20 25 



<210> 65 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 
<400> 65 

Gly Trp Gly Ser Phe Phe Lys Lys Ala Ala His Val Gly Lys His Val 
1 5 10 15 

Gly Lys Ala Ala Leu Thr His Tyr Leu 
20 25 



<210> 66 
<211> 24 
<212> PRT . 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223>- c-term amidation 



<400> 66 



Phe Leu Gly Ala Leu lie Lys Gly Ala lie His Gly Gly Arg Phe lie 
1.5 10 15 



His Gly Met lie Gin Asn His His 
20 



<210> 67 
<211> 25 
<212> PRT ' 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> ' 

<223> c-term amidation 
<400> 67 

Gly Trp Gly Ser lie Phe Lys His. Gly Arg His Ala Ala Lys His lie 
1 5 10 15 

Gly His Ala Ala Val Asn His Tyr Leu 

20 25 : 



<210> 68 
<211> 25 . 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence; Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 
<400> 68 

Arg Trp Gly Lys Trp Phe Lys Lys Ala Thr His Val Gly Lys His Val 
1 5 10 15 

Gly Lys Ala Ala Leu Thr Ala Tyr Leu 
20 25 



<210> 69 
<211> -21 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 



<400> 69 

Arg Ser Thr Glu Asp lie lie Lys Ser lie Ser Gly Gly Gly Phe Leu 



1 



5 



10 



15 



Asn Ala Met Asn Ala 
20 



<210> 70 

<211> 19 , 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 
<400> 70 

Phe Phe Arg Leu Leu Phe His Gly Val His His Gly Gly. Gly Tyr Leu 
1 ' 5 10 15 

Asn Ala Ala 



<210> 71 ' 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 
<400> 71 

Phe Phe Arg Leu Leu Phe His Gly 
1 5 

Pro Arg Ala 



<210> 72 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 
<400> 72 

Gly Trp Lys Ser Val Phe Arg Lys 
1 5 



Sequence: Synthetic 



Val His His Val Gly Lys lie Lys 
10 " 15 



Sequence: Synthetic 



Ala Lys Lys Val Gly Lys Thr Val 
10 .15 



Gly Gly Leu Ala Leu Asp His Tyr Leu 
20 25 



<210> 73 
<211> 25 
<212> PRT , 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
. pleurocidin-like peptide 

<220> 

<223> c-term amidation . 
<400> 73 

Gly Trp Lys Lys Trp Phe Asn Arg Ala Lys Lys Val Gly Lys Thr Val 
1 5 . 10 15 

Gly Gly Leu Ala Val Asp His Tyr Leu 
20 , 25 



<210> 74 
<211> 23 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 
<400> 74 • 

Gly Trp Arg Thr Leu Leu Lys Lys Ala Glu Val Lys Thr Val Gly Lys 
1 5 10 15 

Leu Ala Leu Lys His Tyr Leu 
20 



<210> 75 
<211> 26 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 
<400> 75 

Ala Gly Trp Gly Ser' lie Phe Lys His lie Phe Lys Ala Gly Lys Phe 
1.5 10 15 



lie His Gly Ala -lie Gin Ala His Asn Asp 

20 - ■ 25 



76 

21 . , 

PRT 

Artificial Sequence , 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide. 

' <220> 
<223> c-term amidation 

<400> 76 

Gly Phe Trp Gly Lys Leu Phe Lys Leu Gly Leu His Gly lie Gly Leu 
1 5 .10 15 

Leu His Leu His Leu 
20 



<210> 77 
<211> 19 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> . 

<223> c-term amidation 
<400> 77 

Gly Trp Lys Lys Trp Leu.Arg Lys Gly Ala Lys His Leu Gly Gin Ala 
1 5 10 15 

Ala lie Lys 



<210> 78 
<211> 23 
<212> PRT 

<213> Artificial Sequence • 
<220> 

<223> Description of Artificial Sequence: Synthetic - 
pleurocidin-like peptide 

<400> 78 .' 

Gly Trp Lys Lys Trp Leu Arg Lys Gly Ala Lys His Leu Gly Gin Ala 

1. .5 .10 15 



Ala lie Lys Gly Leu Ala Ser 
20 



<210> 79 
<211> 18 . 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 79 

Gly Trp Lys Lys Trp Phe Thr Lys Gly Glu Arg Leu Ser Gin Arg His 
1 5 10 15 

Phe Ala ■ 



<210> 80 
<211> 24 
<212> PRT 

<213> Artificial .Sequence 
<220> , 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 
<400> 80 

Phe Leu Gly Leu Leu Phe His Gly Val His His Val Gly Lys Trp. lie 
1 5 10 15 

His Gly Leu lie His Gly His His 

20 



<210> 81 
<2li> 26 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 81 

Gly Phe Leu Gly lie Leu Phe His Gly Val His His Gly Arg Lys Lys 
1 5 10 15. 

Ala Leu His Met Asn Ser Glu Arg Arg Ser 
20 25 



<210> 82 
<211> 901 
<212> DNA 

<213> Pleuronectes americanus 
<400> 82 

atgaagttca ctgccacctt cctcctgttg ttcatcttcg tcctcatggt tgatctcgga 



gagggtcgtc 
ggaaagggca 
ttacattgca 
atatttggcc 
cctttgatta 
gctacgacct 
ttgttatagg 
ggatctctat 
tgtttaaaag 
gtcctaataa 
tatcactgtg 
ttgagtaagg" 
attaacaact 
gcaggggccg 
a 



gtaagaaaaa 
ggtggttgga 
aatatttttc 
aaatagaatc 
gcatgttcct 
gctgcagcaa 
cgatttatct 
gctaaaataa 
taagtatgaa 
ttgcgtta'tg 
tgtttttgtt 
acttctacca 
tctcttgtct 
gattacgact 



ggggtcgaag 
aaggattggt 
atataacatt 
actt-tgattt 
tcaatgaaat 
catttgaaaa 
ttctattact 
taaaacacac 
acatcctctg 
gaaatgtatt 
tgtttttaca 
tcattactgt 
cgctgaactt 
accaggaggg 



agaaaggggt 
aaaggtagag 
gctggaaaat 
caataataat 
ggacattgta 
taaatttgtc 
cagatatttg 
attcagatgt 
tatgtataat 
aattgtcatt 
cagctggcgg 
gtaatattta 
ctccatcagt . 
ggaggagctc 



ccaagggaaa 
tcacggaatt 
cacaaaaata 
caaaataaca 
atttactttg 
ccagaagatt 
ttcaaaccaa 
tapcagtcaa 
tgtttaactg 
taatataatt 
gataattatc 
tagttatgat 
cacctcgggc 
aacaagcgcg 



ggggtccaag 120 
aatttgcttt 180 
agtagtcaat 24 0 
acctaaaagg 300 
attctcacat 360 
ttaaagtaca 420 
tagaataact 480. 
gattgaacgc 54 0 
gtaacttata 600 
tgctggaatt 660 
gggggggccc 7 20 
cagtacagtt 780 
aggggcaggt 840 
cagtcgatga 900 
901 



<210> 83 
<211> 217 
<212> DNA 

. <213> Pleuronectes americanus 
<400> 83 

atgaagttca ctgccacctt cctcctgttg ttcatcttcg tcctcatggt tgatctcgga 60 
gagggtcgtc gtaagagaaa gtggttgaga aggattggta aaggtgtcaa gataattggc 120 
ggggcggccc ttgatcacct cgggcagggg caggtgcagg ggcaggatta cgactaccag 180 
gaggggcagg agctcaacaa gcgcgcagtc gatgaaa 217 



<210> 84 
<211> 968 
<212> DNA 

<213> Pleuronectes americanus 



<400> 84 

gcccactttg 

tcagcttgtt 

gaatgaagtt 

gagagtgtgg 

ttagcttttt 

gtatatatat 

aaaaggcctt 

tcacaagcac 

agtaaatttt 

ataactcaat 

tgaaaacttc 

acaactagtc 

ttatgtgttt 

aaggacttct 

caacttctct 

ataagcagga 

gaagaaat 



tattcgcaag 
actgtataat 
cactgccacc 
ctggggaagc 
gctttgcaaa 
ttggccaata 
tgattagcat 
caacctgctg 
tctaggcgat 
ctctatgata 
ttacaagtat 
ctactaattg 
tgtttttttt 
accattttac 
attcctgctg 
gctcaacaag 



gtaatattga 
gcaaaagtta 
ttcctcatga 
ttttttaaaa 
tatttttttt 
aaatcacttt 
gttccttcaa 
cg.tcaacaat 
ttaatctttc 
aaacaattac 
gtataaaaca 
tgttaaattg 
tacacagttg 
tgtataattt 
actctctcca 
cgtgcag'tcg 



tatttttcat 
atgatcttta 
ttgccatctt 
aggctgctca 
ataacagctg 
gatttcaata 
tgaaatgtac 
tgaattcaaa 
cattactctg 
acatacattc 
tcatctgtat 
tcatttaata 
gcaagcatgt 
tgatagtgtt 
tccgactcat 
atgaagaccc 



attcatttag 
tttttctgtt 
cgtcctcatg 
cggtagagtc 
gaaaatcaca 
ataatctaaa 
gttgaggttt 
tttgtcccaa 
atttgtttta 
agatttttat 
gtataattgt 
tcaattgctt 
tggcaaggcg 
atcaccagta 
ccgcagtcat 
aaatgttatt 



acaaatgtgc 60 
tttttttgta 120 
gttgaacctg 180 
acagaattaa 240 
aaaataaata 300 
taaccaacct 360 
attttgattc 420 
aggaattcaa 480 
aaaatataga 540 
aggacaagat 600 
ttaacatgta 660 
gagtttatca 720 
gcccttacgt 7 80 
ctgtttttga 840 
taccttggcg 900 
gtttttgaat 960 
968. 



<210> 85 
<211> 654 
<212> DNA 

<2.13> Pleuronectes americanus 



<400> 85 

atgaagttca ctgccacctt cctggtgctg tccctggtcg tcctaatggc tgagcc'tgga 60 



gagtgtttct 
agatttttac 
agtagaatca 
tgcaataatt 
catacattct 
atctgtatgt 
ttaatataat 
ggtttatcca 
tcagtactgt 
aaccatcacg 



taggagccct 
atgtcaaata 
ttttgatttc 
ggattttata 
gattttgcca 
tataacaaat 
ttgcttgagt 
tgggtaagga 
tattgacaac 
gttatgacga 



tatcaaaggg 
atgtagtaga 
aataataatc 
gaatacggaa 
ggcaaaatta 
actccaagca 
ttatcatctt 
cttctaccat 
ttcacttgtc 
gcagcaggag 



gccatacatg 
acatatataa 
aaaataacaa 
caactggatc 
aacactactt 
attgtgtgat 
gtgtttttgt 
catgactgtg 
tcgctgactc 
ctcaacaagc 



gtagagtcaa 
gtagtcaata 
tctccaggcg 
ttaatg.ctaa 
taaagtatgt 
ggaaatgtat 
ttgttttttc 
tatttttaat 
tctccatcag 
gcgcagtcga 



ggaattaatt 
tatttgacca 
atttaatatt 
aataatccaa 
ataaaacata 
tcattgtcat 
acaggtggca 
attattatca 
aatgatccaa 
tgaa 



120 
180 
240 
300 
360 
420 
4 80 
540 
600 
654 



<210> 86 
<211> 684 ■ 
<212> DNA 

<213> Pleuronectes americanus 



<400> 86 

gcccactttg 

ccttttggga 

ttctgLLttt 

tcctcatggt 

gtaaagtcac 

tggaaactca. 

ataacaacct 

taaaggtatg 

tattggccat 

tattatcacc 

agtcattacc 

gttattgttt 



tattcgcaag 
aatctgctca 
tttttgtaga 
tgaacctgga 
ggaattaatt 
caaaaataaa 
aaaaggcctt 
tataaaacat 
gcagecgtta 
agtattgtta 
ttggcgagca 
ttgaatgaag 



gtaatatcaa 
gcttattact 
atgaagttca 
gagtgtggtt 
agcttttaac 
tagccgatat 
tgattagcat 
catcatgtgt 
agtaaggact 
ttgacaactt 
gcaagatctc 
aaat- 



tatttttcaa 
gtataatgca 
ctgccacctt 
ggggaagcat 
tttgcaaata 
atttggccaa 
gtttcttcaa 
ttttgtttgt 
tctaccatta 
ctctttttcc 
gacaagcgcg 



attcatttag 
aatgttaatg 
cctcatgatg 
ttttaagcat 
ttgttttttt 
ttataatcac 
taaaatgatt 
ttttacacag 
ttactgtata 
tgctgatccg 
cagtcgatga 



acgagaccaa 
atctttattt 
ttcatcttcg 
ggtcgtcatg 
ttttaacagc 
tttgatctaa 
gaacactact 
ctgccaagca 
attttgatag 
actcatccgc 
agacccaaat 



60 

120 

180 

240 

300 

360 

420 

4 80 

540 

600 

660 

684 



<210> 87 
<211> 826 
<212> DNA 

<213> Pleuronectes ferruginea 



<400> 87 
atgaagttca 
• gagtgtcgtt 
agctttttgc 
tatatatttg 
agtcctttga 
catgcaccga 
aaatttttct 
aactcaatct 
aaaacttctt 
aaatagccct 
gagtttatca 
ggcccttacg 
tactgttatt 
cttaccttgg 



ctgccacctt 
gggggaaatg 
tttgcaaata 
gccaattaga 
ttagcatttt 
cctgctatgt 
aggcgatcta 
ctatgataaa 
aaaagtacgt 
actaattgtg 
ttatttgttt 
taaggacttc 
gacaacttct 
cgacaagcaa 



cctcatgatg 
gtttaaaaag 
tttttttata 
atcactttgc 
ccatcaatga 
caacaattga 
atctttccat 
ataataacac 
ataaaacatc 
ttatggaaat 
ttgtttgttt 
taccatcatt 
ct.tgtcctgc 
gaactcgaca 



tgcatcttcg 
gccacacacg 
acagctggaa 
tttcaataaa 
aatggacgtt 
atacaaattt 
tactcggatt 
atacgtaaag 
atctgtattt 
gtataaattg 
ttacacagtt 
actgtataat 
tgactctctc 
agcgcgcagt 



tcctcatggt 
gtagagtcac 
aatcacaaaa 
aatctaaata 
gaggtttatt 
gtcccagagg 
tgtttttaaa 
atttttacaa 
ataattgttt 
tcatttaaca 
ggcaagcatg 
tttgatagta 
catccgactc 
cgatga 



tgaacctgga 60 
agaattaatt 120 
ataaatagtc 180 
acaacctaaa 240 
ttgattctca 300 
aattcaaagg 360 
tatatagaat 420 
gacaagattg 480 
aacat'ttaac 54 0 
taacttgttt 600 
ttggcaaggc 660 
ttatcaccag 720 
atccatagtg 780 
82 6 



<210> 88 
<211> 1300 
<212> DNA 

<213> Pleuronectes americanus 



<400> 88 

taataaaact aatgtgtaaa gtcttccact ttttttactg tatttactta aacagaaaat 60 



tattctcacg attctggagc tgcagccact aagtgttgct tcatgaagtg aatacacaat 120 
tgttctaaca accactcacc caattaacca gaatctacaa agtgaggaag tgagaggagt 180 
cgtcctgtgt tttcaaattt tttgaatgat ctaccactat gtgagctcct cctgttatag 240 
ctctaaatgt tacacaatga atgtgaagtc agttctgtgt atataaagag ttgcctctgt 300 
agagcataca acagatttca cctttgaatc tcacaaacct cactttgtat tcgacaggta 360 
agatcgatat ttttcaaact catttagacg agaccaagta tttgggaaat gtgctcagct 420 
tgtcaatgta taatgcaaat gttaacaatc gttttgttct tatgttgtgt ttgtaggatg 4 80 
aagttcgcta ctgccttcct gatgttgtcc atgg;tcgtec tcatggctga acctggagag 54 0 
tgtcgttcta cagaggacat catcaagtct atctcgggta gagtccagga attaattatt 600 
atcaataaca atgaaataac aaccaaaagg cctctgatta gcatgttcct tcaatgaaat .660 
ggtcgttttt tatctatttt gattctcaca tgcaacgacc tgctgcggca acatttgaaa 720 
atcaatcttt tttacacaaa ttcaaagtac attgatttat tcgatttaat cttaacatta 780 
atcagatttg tttttgttta aatatatcga ataactggat ctctatgata aaataattaa 840 
acatacattc ttattttacc aatcaagatt gaacacttct taaaagtacg tataaaacat 900 
catctgtatg tataattgtt tgattgttaa .gtaatatttc caataattgt gtaatggaaa 960 
tgtattaatt gtcatttaat ataatttgct tgaatttatc accatgtgtt ttttgtttgt 1020 
ttttaaacag gtggaggttt tctcaatgcg taaggacttc tatcatcatt actgtgtaat 1080 
ttttatagta ttatcatcag tactgttatt aacagcttct cttgtctcac tgactctctc 1140 
catcagaatg aacgccggtt acaatgagca gcaggagctc aacaagcgct cagatgatga 1200 
tgacagcccc agtcttattg t'ttttgactg aagaagtcgc cctgaaggag ccttcagatg 1260 
atatattatg cttcttgctc ttcattgaaa taaatcaaac 1300 

<210> 8 9 
<211> 3500 
<212> DNA 

<213> Pleuronectes americanus 
<400> 89 

gagctcgatc aaaccagaca aagttgcctt ccttcacaac aatagagtgg aagagaaaac 60 
aggagaggac ttgtatcctc ctgatgctga gaagaagaaa taagaaagac ttgcagcatt 120 
gatactttta cttatacaga aaacctataa acatgacggg agcataagtt aaagtcacaa 180 
tacagaagag aaccagaagc caaactgcag caaatttact ggtattcata tgatactgga 240 
gccaaagcaa cgcagagact cagcagcagt gaaccaaaga gtttaactgt acttgtgtcc 30.0 
aggttgaatg aaagtattga ataaaaaaaa ccaagacaga acatgcatat ttttttggaa .360 
tggaatataa gtcaggagaa tatgtgttgt tgtggtggca ggatccatca ctctgt.caag 420 
ttaacacaag aacttttaga aacatagata cgatctcaag taaacttcca tttactattt 480 
gacttttttt aaatacttac aaattatatt ttaaaaagca acaataaatc agagataact 540 
tcatggagaa gtctatattc atatttgtga gctgaacatt catgctgcct gttctatcac 600 
atctgagtgt ggaggccact gacgtttact gacctcaacg tctac<:gctc taatqcattt 660 
ggagttaaag gtaagcattt tgttatttgt cttcactgta ttgatactaa atatacaggg 720 
ttacaaatac agttaaaaca agagagacga. ggtgtcgaaa gcttcagcat caatgtgctg 780 
atcgctgata gctgatctta cccgacaccg gtgacatggc atcaaaatga ccacctcttt 840 
tttcttctct tttttttgta ggacgaagtt cgctgccgcc ttcctcgtgt tgttcatggt 900 
catcgtcatg tttgaacctg gagagtgttt ttttagattg ctttttcacg gggtccacca 960 
tggtagggtc ccggaa'gtaa tttgattatt acatgccaaa tattttaatg aaacatacct 1020 
tatgagtagt tgtattattt ggacaagtag aatctctatg attt'cagtag taattagaat 1080 
aacaatcaaa aaggcctttg attagcatgt ttcttcaatg aaatggacat tgaggtttat 1140 
tttgattctc acatgctaca gcaacaattg aaatcaaatt tttcgcagaa gaaacttaat 1200 
taacattgtt gtgcaatagt gcttaaaaag tgttaccatg gaatggtgtg cgtttaggca 1260 
ctcaataaat ttggttatca aaattaaatt aaaaaaatta atatttaaaa tattaatatt 1320 
aaatcataac tttaattgtt taaagttctc gcggggaacc acccttcttc tgaaggtaaa 1380 
ggatagccaa tttattgatt aagatcagtc tcatttagat ctagttcaaa tagaaatctc 14 40 
aatattttac catcgaagat tttataatga acagtgaagg ttatggagtt ctaaacagtg 1500 
taacagttgg caaagttcac • tattgcaata ttaatgacag accatttgtg aaagaagaac 1560 
atttattatg agcataataa agtatgaaag cacgaattac taaacaatca aagctaacta 1620 
acaaggacgt gtgtgggtgt gtgtgtgaat gtaaataagg ggggggctca aactggtggc 1680 
ctacaagaag agccttaaga tagcaaccac aagggctgta ccataaatgt tgtagtaaaa 1740 
agagttatta aaatgagtta gaataactaa tgactaatta gtagacaaac tagtagacaa 1800 
actaaacaac taacaataac aaggaagtgt gtgtgagtgt gtttgtgtgt aaatgttaat 1860 
taggggctct caaactggtg tcttaccaga agagtaagat aacaattccc ccccttcttc 1920 



tgaggttgtt ttacgactgt tgctttatgg ccgtgaggga aggtttaact cggtgacatg 1980 
ctatacgtgt ctgtgtagat gttaatcaga gaatgccaga gtcagagaga cctacggagg 204 0 
aagtctgtga agggcctatc taacattagc tttcctttaa. cttataacac aatatcagaa 2100 
acacatatca accttataaa cacacacaga atcaaataaa cagtct.tgct tagcatgtat 2160 
aattattaag cccagattat gttaccagtc cgagggaaag agttcagttg cagttctgtg 2220 
acgtctcctg gctttgtggt cgtagagttc tgcattcgcg attctgtcga gccgtgtgct 2280 
cagatgcagg ttgaagttct cctgcaggac atcgcgtcgc tgcgaggatt ttgtagagct 2340 
tgaagggcga .ggagatttcc ttgagtggtg agctggaagc tggacctctg acctctggtt 2400 
gttggttgga agagaagaaa gctggagcgg cgtggtttct ccctctagcc gatgcaggag 24 60 
gagaagccgg cagccccact ccttgaagag ttgtggagag agatgggagc aaagagctag 25-20 
attttgggga gacctctcct tatattggcc ccgatgacct cacaggcctt ggaacggagt 2580 
gaccaatagg agttgaccct ggtaattctt gacacctttg tgggacattg tcaagacccc 2640 
aggacatgca gcatcctgtt acaatctggg agacggagtt ccttgactgt ctcagaacaa 2700 
tgagaacctg ' tggcatcttg ggggattgag tccactcgag cacatgcggc atgtttgttc .2760 
caagtttgac tgaaaggagg cctgtggttt gcacaaaaac catgtcccaa caacattttc 2820 
taggcgattt aatctttaca taaattggat ttgttttaaa- aaatatatag aataactcga 2880 
tctttctgcg taaataataa aaaataaatt caaatttgac cagtcaagat tgaacactaa 2940 
tgaaaagtac ctataaaaca taatctgtat gtatagttgt ttgactgtta aatagtagtc 3000 
ctaacaattg tgtaatggaa atgtattcat tgtcttttaa tactatttgc ttatcataat 3060 
gtgtttgttt gttttttagc aggtggaggt tatctcaatg .cgtaaggact tctaccatca 3120. 
ttactgtgta attgtattag ttttatcatc agtactgtta ttgacaacgt ctcttgtctt 3180 
gctgacttga ctctcttcat cagattaaac ccagggccgg ttacaatgag cagcaggagc 3240 
tcgacaagcg cgcagtcgat gacaacctca gtgctattgt tttttactga agaagtcgac 3300. 
ctgaagaatc ttttgaaatg atatgaaatg tttgcctttc aatgaaataa atcaaacatg 3360 
actggatatt tgttcttttg cattgatgta ttgttgagtg acagttgaat aattttggaa 3420 
aacttataac agatctcaat tttaggatgt caaatcattt .ctctgtgtct tattcaaata 3480 
tgagatttaa caatgacaat ... 3500 



<210> 90 
<211> 1003 
<212> DNA 

<213> Hippoglos.soides platessoides 
<400> 90 

gcccactttg tattcgcaag gtaagatcaa tatttttcaa attcatttag acgagaccaa 60 
ccgtttgcga aatgtgctca gcttgttatt gtataataac aaagttaacg atctttattt 120 
ttctgttttt ttgtagaatg aagttcactg ccaccttcct gatgttgttc atcttcgtcc .180 
tcatggttga acctggagag tgtggatgga aaagtgtgtt tcgtaaggct aagaaaggta 240 
gagtcacgga attaattagc tttttacatt gcaaatagat tttttataac agctggaaaa 300 
tcacaaaaat aaatagtcga tatatttggc caattagaat cactttaatt tcaataataa. 360 
tctaaataac aacctaaaag gcctttgatt agcatgtttc ttcaatgaaa tggacattga 420 
ggtttatttt gattctcaca tgcaccgacc tgtgcggcaa ccattgaatt cagatttgto 480 
ccagaagaat tcaaagtaca tttttccagg cgattaaatc tttccattac tcagattcaa 540 
aaataaataa atggaataat tgaagcacta tgataaaata attacacatt cactctgact 600 
ttacaagtca agattgaaca ctattaaaaa gtgtgtataa aacaacatct . gtatgcataa 660 
ttgtttaact gttaatagtc ctaataattg ttttatggaa atgtattaat ttacatttaa 720 
tattatttgc ttgagtttac catcatgtgt ttttgtttgt ttttacacag ttggcaagac 780 
tgttggcggc ttggcccttg agtaaggact tctaccatca ttactgtata attttgatag 840 
tattatcacc agtactgtta ttaactactt ctcttgtctg ctgactctct ccatccgact 900 
catctgcagt cattaccttg gcgagcagca ggagcttgac agcgcgcagt cgatgaggac 960 
cccagtgcta ttgtctttga ctgaagaagt cgccttgaag gag 1003 



<210> 91 
<211> 1007 
<212> DNA 

<213> Hippoglossoides platessoides 



<400> 91 

actttgtatt cgcaaggtaa gatcaatatt tttcaaattc atttagacga gaccaaccgt 



60 



tggcgaaatg 
gtttttttgt 
ggttgaacct 
cacggaatta 
aaaaataaat 
aacaacctaa 
tttgattctc 
aattcaaagt 
taaatagaat 
tcaagattga 
actgttaata 
tgcttgagtt 
ggcttggccg 
accagtactg 
cagtcattac 
tgctattgtc 



tgctcaactt 
agaatgaagt 
ggagagtgtg 
attagctttt 
agtcga'tata 
aaggcctttg 
acatgcaccg 
acatttttcc 
aattgaagca 
acactattaa 
gtcctaataa 
taccatcatg 
ttgagtaagg 
ttattaacta 
cttggcaagc 
tttgactgaa 



gttattgtat 
tcactgccac 
gatggaaaaa 
tacattgcaa 
tttggccaat 
attagcatgt 
acctgtgcgg 
aggcgattaa 
ctatgataaa 
aaactgtgta 
ttgttttatg 
tggttttgtt 
acttctacca 
cttctcttgt 
agccggagct 
gaagtcgcct 



aataacaaag 
cttcctgatg 
atggtttaat 
atagattttt 
tagaatcact 
ttcttcaatg 
caaccattga 
atctttccat 
ataattacac 
tagaacatca 
gaaatgtatt 
tgtttttaca 
tcattactgt 
ctcgctgact 
cgacaagcgc 
tgaaggagcc 



ttaacgatct 
ttgttcatct 
agggctaaga 
tataacagct 
ttaatttcaa 
aaatggacat 
attcagattt 
taptcagatt 
attcactctg 
tctgtatgtg 
aatttacatt 
cagttggcaa 
ataattttga 
ctctccatcG 
gcagtcgatg 
ttcagaa 



ttatttttct 
tcgtcctcat 
aaggtagagt 
ggaaaatcao 
taatctaaat 
tgaggtttat 
gtcccagaag 
caaaaataaa 
attttacaag 
taattgttta 
taatattatt 
gactgttggc 
tagtattatc 
gactcctctg 
aggaccccag 



120 
180 
24 0 
300 
360 
420 
480. 
540 
600 
.660 
720 • 
780 
840 
900 
960 
1007 



<210> 92 
<211> 999 
. <212> DNA 

<213> Hippoglossoides platessoides. 



<400> 92 

ttgcccactt 

aaccatttgg 

ttttctgttt 

gtcctcatgt 

ggaattaata 

aataaatagt 

aacaacctaa 

tttgattctc 

aattcaaagt 

aaaatagaat 

tcaagattga 

actgttaaca 

aatttgcttg 

ttggcaagtt 

ttatcaccag 

accttggcaa 

tttttgactg 



tgtattcgca 
gaaatgtgct 
ttttttgtag 
ttgaacctgg 
cgctttttac 
cgatatattt 
aaggtctttg 
acatgaccga 
aaattttcca 
aactgaattg 
acactactta 
aatagtccaa 
agtttatcat 
ggcccttaag 
tactgtagta 
gcagccggag 
aagaagtcgc 



aggtaagatc 
cagcttgtta 
aatgaagttc 
agagtgtggt 
attgcaaata 
ggccaattag 
attagcatgt 
cctgctgcgg 
ggggattaaa 
ccatgaaaaa 
aaagtatgta 
ataattgtgt 
catgtgtttt 
taaggacttc 
ctgacaactt 
ctcgacaagc 
cttgaaggag 



aatatttttc 
ctgtataatg 
actgccaact 
tggcgaacat 
gattttttat 
aattattttg 
ttcttcaatg 
caacaattga 
tctttccatt 
ataattacac 
taaaacatca 
tatggaaatg 
tt'tttttttt 
taccatcatt 
ctctctccac 
gcgcaattga 
ccttcagaa 



aaattcattt 
caaaagttaa 
tcctcatgtt 
tgcttaaaaa 
aacagctgga 
atttcaataa 
aaatggacat 
attcagattt 
actcggattt 
atactgtctg 
tctgtatgta 
tattaattgt 
ttacacagag 
actgtataat 
ccaactcatc 
tgacgacccc 



agacgagacc 60 
gtatctttat 120 
gttcatcttc 180 
agctggtcac 240 
aaatgacaaa 300 
taatctaaat 360 
tgaggtttat 420. 
gtcccagaag 480 
aaaaaaaaaa 540 
attttacaag 600 
taattgttta 660 
cattaaatat 720 
gttaagactg 780 
tttgatagta 840 
cgcagacatt 900 
agtattattg 960 
9-99 



<210> 93 
<211> 179 
<212> DNA 

<213> Glyptocephalus cynoglossus 
<400> 93 

atgaagttca ctgccacctt cctcatgatg ttcatggtcg tcctcatggc tgaacccgga 60 
gaggctggtt ggggaagtat tttcaaacat attttcaaag ctggaaagtt catccatggt 120 
gcgatccagg cacacaatga cggcgaggag caggatctcg acaagcgcgc agtcgatga 179 



<210> 94 
<211> 224 
<212> DNA 

<213> Glyptocephalus cynoglossus 



<400> 94 

atgaagttca ctgccacctt cctggtgttg ttcatggtcg tcctcatggc tgaacctgga 60 



gagggttttt ggggaaagct tttgaaattg ggcatgcatg gaatcgggct gctccatcag 120 
catttgggtg ctgacgagca gcaggagctc gacgagcgct cagaggagga cgagcccaat 180 
gttattgttt ttgaatgaag aagtcgcatt gaaggagcct tcag n 224 



<210> 95 
<211> 862 
<212> DNA , 

<213> Glyptocephalus cynoglossus 



<400> 95 

atgaagttca 

gagtgtggtt 

cattgcaaat ' 

ttggccatat 

tgattagcat 

caacctgctg 

tctaggcgat 

tctctatgtt 

ttaaaagtat 

caaataattg 

caccatgtgt 

agtaaggact 

ttgacaacta. 

caggagctcg 

agtcgccttg 



ctgccacctt 
ggaaaaagtg 
actttaatat 
agaatcactt 
gtcccttcac 
cggcaacaat 
ttaatctttc 
aaaataataa 
gtataaaaca 
tgttalggaa 
ttttgtttgt 
tctaccatca 
ctcttgtctc 
acaagcgctc 
aaggagcctt 



cctggtgttg 
gctccgtaaa 
aacatagttg 
tgatttcaat 
taaaatggac 
tgaaatcaaa 
cattcatcgg 
aacacacatt 
tcatctgtat 
atgtattcat 
ttttacacag 
ttactgtgta 
tgttactctc 
aatggatgac 
ca 



ttcatggtcg 
ggtagagtca 
gaaaaccaca 
aataatcaaa 
attgtaattt 
tttgtctcag 
atctgttttt 
ctgattttac 
gtataattgt 
tgtcatataa 
gtgccaagca 
attttaacag 
tccagggg.tt 
gagcccagtg 



tcctcatggc 
tggatttaat 
aaaataagta 
acaacaatca 
attttgattc 
aagaattcaa 
aaaaatatag 
ct-gtcaagat 
, ttaactgtca 
tatcatttgc 
ccttggccag 
tattatcatc 
tggcctcttg 
ctattgtttt 



tggatccgga 60 
ttgcttttta 120 
gtcgatatat 180 
aaaagcccat "240 
tcacaggcac 300 
agtacattgt 360 
aataactgga 420 
tgaacacgac 480 
actaatagtc 540 
ttgaatttat 600 
gcggccatta 660 
agtactgtta 720 
cgaagagcag 780 
tgactgaaga 84 0 
862 



<210> 96. 
<211> 849 
<212> DNA 

<213> Glyptocephalus cynoglossus 



<400> 96 

atgaagttca 

gagtgtggtt 

cattgcaaat 

ttggccatat 

tgattagcat 

caacctgctg 

tctaggcgat 

tctctatgtt 

aaaagtatga 

aataattgtg 

ccatgtgtct 

ccatcattac 

tgtctcgctg 

gcgctcagtg 

agccttcag 



ctgccacctt 
ggaaaaagtg 
actttaatat 
agaatcactt 
gttccttcac 
tggcaacaat 
ttaatctttc 
aaaataataa 
ataaaacatc 
ttatggaaat 
ttgtttgttt 
tgtataattt 
actctctcca 
gatgacgagc 



cctggtgttg 
gttcactaaa 
aacatagctg 
tgatttcaat 
taaaatggac 
tgaaatcaaa 
cattcatcgg 
aacacattct 
atctgtatgt 
gtattcattg 
ttacacaggt 
taatagtatt 
tcaggcattt 
ccagttctat 



ttcatggtcg 
ggtagagtca 
gaaaatcaca 
aataatcaaa 
attgtaattt 
tttgtctcag 
atttgttttc 
gattttatct 
ataatttttt 
tcatataata 
gaaaggttat 
atcatcagta 
cgctgacgtc 
tgcttttgac 



tcctcatggc 
tggatttaat 
aaaataagta 
acaataatca 
attttgattc 
aagaattcaa 
aaaaatatag 
gtcaagattg 
aactgtcaac 
tcatttgctt 
cccagaggta 
ctgttattga. 
gagcagcagg 
tgaagaagtc 



tggatccgga 
ttgcttttta 
gtcgatatat 
aaaagcctat 
tcacaggcac 
agtacattgt 
aataactgga 
aacacgactt 
taatagtcca 
gaatttatca 
aggacttcta 
taacttctct 
agctcgacaa 
gccttgaagg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

849 



<210> 97 
<211> 678 
<212> DNA 

<213> Hippoglossus hippoglossus 



<400> 97 

ttatgaagtt cactgccacc ttcctggtgt tgttcatggt cgtcctcatg gctgagcctg 60 
gagagtgttt. tttgggattg ctttttcacg gggtccacca tggtagggtc acggaagtaa 120 
ttcgattttt acatggcaaa tattttaaga taacacacca tatgagtagt cgatatattt 180 
gaccaattag aatcacttta atttcaataa taatcacaat aacaatctct aggccattta 240 



atctttccat taatcggatt tgttttttta aatatagaat aactggatct ctatgttaaa 300 
ataataaaac atacattctg attttaccag tcaagattgt acgctactta aaagtatgta 360 
taaaacatca tctgtatgta taattgttta actgttaact aatagtccaa ataattgtgt 420 
aatggaaatg tattaattgt catttaatat catttgcttg aatttatcac catgtgtttt 480 
tgtttgtttt tacacagttg gaaagtggat ccatgggtaa ggacttctac catcattaclz 540 
gtgtattttt aatagtatta tcatcagtac tgttattgat attttctctt gtctcgctga 600 
ctctctccat cagactcatc catgggcatc acggttacga cgagcagcag gagctcgaca 660 
agcgcgcagt cgatgaaa , ■ 678 

<210> 98 
<211> 690 
<212> DNA 

<213> Hippoglossus hippoglossus 
<400> 98 

ttatgaagtt cactgccacc ttcctggtgt tgttcatggt cgtcctcatg gctgaacctg 60 
gagagggttt tttgggaatt ctttttcacg gggtccacca tggtagagt.c acggaattaa 120' 
ttcgattttt acatggcaaa tattttaaga taacacacca tatgagtagt cgatatattt 180 
gaccaattag aatcacttta atttcaataa taatcacaat aacaatctct aggccattta 240 
atctttccat taatcggatt tgttttttta aatatagaat aactggatct ctatgttaaa 300 
ataataaaac atacattctg attttaccag tcaagattga acactactta aaagtatgta 360 
taaaacatca tctgtatgta taattgttta actgttaaca atagtccaaa taattgtgtt 420 
atggaaatgt a.ttaattgtc atttaatatc atttgcttga atttatcacc atgagttttt 480 
tgtttgtttt tacacaggta gaaagaaggc cttgcagtaa ggacttctac catcattact 540 
ttgtaatttt tatagtatta tcatcagtac tgttattgac aacttctctt gtctcgctga 600 
ctctctccat caggatgaac tcagagcgtc gcagttacga cgagcggcag cagcagcagc 660 
aggagctcga caagcgcgca gtcgatgaaa .690 

<210> 99 
<211> 847 
<212> DNA 

<213> Pleuronectes ferruginea 
<400> 99 

gcccac'tttg tattcgcaag gtaagatcga tatttttcaa actcatttag acgagac'caa 60 

gcatttgttg aaatgtgata agcttctaac tttataatgc aaatgttaac aatctttttg 120 

ttctgttgtt tttgtaggat gaagttggct gccgccttcc tggtgctgtt cctggtcgtc 180 

ctcatggctg aacctggaga gggtttcttg ggatttcttt ttcacggtat ccaccatggt 240 

aaagtcactc atttaataca tttttacatg gcaaatattt gaatataaca tactatatga 300 

gttgtcaata tatgtggcca agtagaagca ctttgatttc aataataatc aaaataacaa 360 

tcactaagcc atttaataat tgaattaatt acatttgttt taaaaaaata tagaataact 420 

ggatctttat gctaaaataa ttaaacctaa attcagattt taccactcaa gattgaacac 480 

tacttaaaag tatgtaaaaa aaacatcatc tgtatgtata attaaatact agtccagtta 540 

attgttttat ggaaatg.tgt taattgacat atatcatttg cttgaactta taatgtgctt 600 

tgtttgtttt tacacaggta tcagggcgat ccatcagtaa ggacttctac catcatgact 660 

gtgtattttt aatagtatta tcatcagtac ttttattaac aacttctctt gtctcgctga 720 

ctctctccat cagtctcatc catggtcaaa gatacgacga gcagcaggag cttgacaagc 780 

gctcagtcga tgacaacccc ggtgctattg tttttgactg aagac.gtcgc cttgaaggag 840 
ccttcag 847 

<210> 100 
<211> 191 
<212> DNA 

<213> Pleuronectes ferruginea 



<400> 100 

atgaagttca ctgccacctt cctggtgttg tccatggtcg tcctcatggc tgaacctgga 60 
gagggtttct ttggagccct tatcaaaggg gccatccatg gtggcaagtt gctccataaa 120 



ctcatcaaaa aaaaacatga acatcacggt 
gcagtcgatg a 



tatggcaagc attgggggct tgacaagcgc 



180 
191 



<210> 101 
<211> 1100 
<212> DNA 

<213> Pleui;onectes americanus 



<400> 101 

ttgaaagtga 

acactatctg 

cctgtgtata 

tctcacaaag 

tgagaccaag 

tctttttgtt 

ggtcgtcctc 

ccatggtagg 

tatatgagtt 

ataacaatca 

agaataactg 

aagattgaaa 

ttgtccagat 

atcattatct 

ctaccttcat 

tcttgtctcg 

ggagctcgac 

tcgccctgaa 

gaataattac 



ggaagtgaga 
agcccctcct 
taaagagttg 
ctcattttgt 
catttgggaa 
ctgttgtttt 
atggctgaac 
gtcactgaat 
gtcaatatat 
ctaggccatt 
gatctttatg 
actacttaaa 
aattgtgttg 
gctttgtttg 
gactgtgtat 
ctgactctct 
aagcgctcat 
ggagccttca 
ccgcaacagc 



ggaggactag 
gcaataactc 
catctgttgt 
attcgacagg 
atgtgctcag 
gtaggatgaa 
ctggagagag 
tgatacattt 
gtggccaagt 
taataattgc 
ctaaaattaa 
agtatgtaaa 
tggaaatgtg 
tttttacaca 
ttttaatagt 
ccatcagaat 
tcgatgacaa 
gatgatatat 



gtcctgtgtt 
taaatgttac 
tatcagtaga 
taagatcgat 
cttctaactg 
gttggctgcc 
ttttttggga 
ttacatggca 
agaagcactt 
attaattaca 
taaacatgaa 
aaaacatcat 
ttaattgaca 
ggtatcaagg 
attatattca 
gatccatggt 
ccccaacgca 
aatgcttctt 



ttcagtcgtt 
acagtgacta 
caacagatta 
atgtttcaaa 
tatgatgcaa 
gccttcctgg 
tttctttttc 
aatatttgaa 
tgatttcagt 
,cttgttttta 
ttcagatttt 
ctgtatgtat 
tatatcattt 
cgatccatgg 
gtactgttat 
aacagtttag 
attgtttttg 
gcttttcaat 



gaattatcta 
ggaagtcagt 
cacctttgaa 
ctcatttaga 
atgttaacaa 
tgctgttcct 
atggtatccg 
tgtaacatac 
aataatcaaa 
tatagaatat 
aagatttttc 
aattaaatac 
gcttgaattt 
gtaaggactt 
tgaaaacttc 
acgagatgca 
actgaagaag 
gaaataaatt 



60 
120 
180 
.240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1100 



<210> 102 
<211> 1300 
<212> DNA 

<213> Pleuronectes americanus 



<400> 102 

tact tttatc 

gatgaggtca 

ctt-tgaatcc 

tttagacgaa 

ttaacaatct 

cctgttgttc 

gtcgaagaga 

gattggtaaa 

taacattgct 

ttgatttcaa 

atgaaatgga 

ttgaaaataa 

tattactcag 

aacacacatt 

tcctctgtat 

atgtattaat 

ttttacacag 

ttactgtgta 

tgaacttctc 

aggaggggga 

ttgactgaag 

attgaaataa 



taccactatg t 

attctgtgta 

cacaaagctc 

accaagcatt 

tttatttctg 

atcttcgtcc 

aaggggtcca 

ggtagagtca 

ggaaaatcac 

taataatcaa 

cattgtaatt . 

atttgtccca 

atatttgttc 

cagatgttac 

gtataattgt 

tgtcatttaa 

ctggcgggat 

atatttatag 

catcagtcac 

ggagctcaac 

aagtcgccct 

ataatacgtt 



tgagctcctc 
tataaagagt 
actttgtact 
ttggggaatt 
ttgttgtttt 
tcatggttga 
agggaaaggg 
cggaattaat 
aaaaataagt 
aataacaacc 
tactttgatt 
gaagatttta 
aaaccaatag 
cagtcaagat 
ttaactggta 
tataatttgc 
aattatcggg 
ttatgatcag 
ctcgggcagg 
aagcgctcag 
gaaggagcct 
tacctgcaac 



ctgttataac 

tgcctctgta 

caacaggtaa 

tgctcaactt 

ttgtaggatg 

tctcggagag 

gtccaaggga 

ttgcttttta 

agtcaatata 

taaaaggcct 

ctcacatgct 

aagtacattg • 

aataactgga 

tgaacgctgt 

acttatagtc 

tggaatttat 

ggggcccttg 

tacagttatt 

ggcaggtgca 

acgatgatga 

tcagatgata 

agcaaccatg 



tctaaatgtt 
tagtagacaa 
gatcgatatt 
ctaaatgtat 
aagttcactg 
ggtcgtcgta 
aagggcaggt 
cattgcaaat 
tttggccaaa 
ttgattagca 
acgacctgct 
ttataggcga 
tctctatgct 
ttaaaagtaa 
ctaataattg 
cactgtgtgt 
agtaaggact 
aacaacttct 

ggggccggat 

cagccccagt 
tataatgctt 



acacaatgaa 
catatttcac 
taaaaactaa 
gatacaaatg 
ccaccctcct 
agaaaaaggg 
ggttggacag 
atttttcata 
tagaatcact 
tgttccttca 
gcagcaacat 
tttatctttc 
aaaataataa 
gtatgaaaca 
cgttatggaa 
ttttgtttgt 
tctaccatca 
cttgtctcgc 
tacgactacc 
cttatttttt 
ctggcttttc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

114 0 

1200 

1260 

1300 



<210> 103 
<211> 824 
<212> DNA 

<213> Hippoglossus hippoglossus 



<400> 103 

ttatgaagtt 

gagagggttt 

gctttttcca 

gatatatttg 

aggcctttga 

catgcaccga 

tttttctagg 

tggatcttta 

ctacttaaaa 

tccaaataat 

atcaccatgt 

ttctaccatc 

tctcttgtct 

cggcagcagc 



cactgccacc 
gggaaattgg 
ttgcaaatat 
gccaaataga 
ttagcatgtt 
cctgctgcgg 
tgatttaatc 
tgccaaaata 
gtaatataaa 
tgtgttatgg 
gttttttgtt 
attactttgt 
cgctgactct 
agcagcagga 



ttcctggtgt 
atggggcccc 
tttaatattg 
atcactttga 
ccttcaataa 
caacaattga 
tttccattaa 
ataaaacaca 
acatcatctg- 
aaatgtatta 
tgtttttaca 
aatttttata 
ctccatcagg 
gctcgacaag 



tgttcatggt 

atatcagcgg 

catagctgga 

tttcaataat 

aatggacatt 

aatcaaattt 

cttgatttgt. 

cattctgatt 

tatgtataat 

attgtcattt 

caggtgaaaa 

gtattatcat 

atgaactcag 

cgcgcagtcg 



cgtcctcatg 
tagagtcacg 
aaatcacgaa 
aatcaaaata 
gaagtttatt 
gtctcagaat 
ttttataaat 
ttaccagtca 
tgtttaactg 
aatatcattt 
gaaggccttg 
cagtactgtt 
agcgtcgcag 
atga 



gctgaacctg 
gaattaattt 
ataagtagtc 
acaatcaaaa 
ttgatgctca 
ttaaagtaca 
atagaataac 
agattgaaca 
ttaacaaaag 
gcttgaattc 
cagtaaggac 
attgacaact 
ttacgacgag 



60 
120 
180 
.240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
824 



<210> 104 
<211> 193 
<212> DNA 

<213> Hippoglossus hippoglossus 
<400> 104 

atgaagttca ctgccacctt cctggtgttg ttcatggteg tcctcatggc. tgaacctgga 60 
gagggtttgg gaaattggat cgtgcgccct atcggaggtg aaaagaaggc cttgcagatg 120 
aactcagagc gtcgcagtta cgacgagcgg cagcagcagc agcaggagct cgacaagcgc 180 
gcagtcgatg aaa 193 



<210> 105 
<211> 281 
<212> DNA 

<213> Hippoglossus hippoglossus 
<400> 105 

atgaagttca . ctgccacctt cctggtgttg ttcatggteg tcctcatagc tgaacctgga 60 
gagagtcttt ttggaaagtt cctcaagaaa gttgtccatg ctggcacgtc aattggcgag 120 
acagccttgc atgtcgccgc agagcatcac gggcttcatg cgcatcacgg gtgtcacggg 180 
cgtcacgggg gtcacaggcg teaegggggt cacaggcgtc aegggegteg eggttacgae 240 
gagcagcagc aggaggagct cgacaagcgc gcattcgatg a 281 



<210> 106 
<211> 194 
<212> DNA 

<213> Hippoglossus hippoglossus 
<400> 106 

tatgaagttc actgccacct tcctggtgtt gttcatggtc gtcctcatgg ctgaaoctgg 60 
agagggtttg ggaaattgga tggggcccca tatcageggt agaaagaagg ccttgcacat 120 
gaactcagag cgtcgcagtt aegacgageg gcagcagcag cagcaggagc tegacaageg 180 
cgcagtcgat gaaa 194 



<210> 107 
<211> 669 



<212> DNA 

<213> Hippoglossus hippoglossus 



<400> 107 

atgaagttca 

gagtgttttt 

cgatttttac 

ccaattagaa 

atttgcatta 

aattaaacat 

aaacatcatc 

tggaaatgta 

tttgttttta 

gtatttttaa 

ctctccatca 

gtcgatgaa 



ctgccacctt 
tgggattgct 
atggcaaata 
tcactttgat 
attggatttg 
acattctgat 
tgtatgtata 
ttaattgtca 
cacagttgga 
tagtattatc 
gactcatcca 



cctggtgttg 
ttttcacggg 
ttttaagata 
ttcaataata 
tttttaaaaa 
tttaccagtc 
attgtttaac 
tttaatatca 
aagttgatcc 
atcagtacta 
tggcggttac 



t'tcatggtcg 
gtccaccatg 
acacaccata 
atcaaaataa 
tatagaataa 
aagattgaac 
tgttaacgaa 
tttgcttgaa 
atgggtaagg' 
ttattgacaa 
gacgagcagc 



tcctcatggc 
gtagggtcac 
tgagtagtcg 
caatctctag 
ctggatcttt 
actacttaga 
tagtccaaat 
tttatcacca 
acttctacca 
cttctcttgt 
aggagctcga 



tgaacctgga 60 
ggaagtaatt 120 
atatatttgg 180 
gcgatttaat 240 
atggtaaaat 300 
agtatgtata 360 
aattgtgtta 420 
tgtgtttttg 480 
tcattactgt 540 
ctcgctgact .600 
caagcgcgca 660 
669 



<210> 108 . 
<211> 1006 
<21 2> DNA 

<213> Glyptocephalus cynoglossus 



<400> 108 . 

gcccactttg 

gcatttggga 

tctgttgttt 

tcatggctga 

gagtcacaga 

atcacaaaaa 

atcaaaataa 

tagtttattt 

tctccgaaac 

gtttttaaaa 

ttttaccagt 

aattgtttaa 

atttaatatc 

aaggttcatc 

catcagtact 

aggcacacaa 

gtgttattgt 



tattcgcaag 
aatgtgc.tca 
ttgtagaatg 
acccggagag 
attaatttgc 
taagggcttg 
aaatcagaaa 
tgattctcaa 
atttaaagta 
atatagaata 
caagattgaa 
cttttaacta 
atttgcttga 
catgggtaag 
gttattgata 
tgacggcgag 
ttttgaatga 



gtaagagcga 
gcttgttact 
aagttcgctg 
gctcgttggg 
tttttacatt 
atatatttgg 
ggcctttgat 
atgcaccaac 
catttttcga 
actggatctt 
cgctacttaa 
atagtcctaa 
atttatcacc 
gacttctacc 
acttctcttg 
cagcaggatc 
agaagtcgcc 



tatatttcaa 
gtttaatgca 
ccgccttcct 
gaacgttctt 
gcaaatattt 
caaagtagaa 
tagcatgttc 
ctgctgcggc 
ggcaatttaa 
tatgctaaaa 
aagtatgtat 
taattgtgtt 
atgtgttttt 
atcattactg 
tctcgctgac 
tcgacaagcg 
ttgaaggagc 



attcattcgg 
aatgttaaca 
catgatgttc 
caaacatatt 
tcatataaca 
tccctttgat 
cttcaataaa 
aacaattgaa 
tctttccttt 
taataaatca 
aaaacatcat 
atggaaatgt 
gtttgttttt 
tgtattttta 
tctctccatc 
ctcagtggat 
cttcag 



atgagaccaa 
atatcctttt 
atggtcgtcc 
ttcaaaggta 
tagctggaaa 
ttcaataata 
atggacattg 
atcaaatttg 
gatcgaattc 
tacattctga 
ctgtatgtat 
attcattgtc 
acacagctgg 
atagtattat 
agtgcgatcc 
gatgagccca 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1006 



<210> 109 
<211> 1007 
<212> DNA 

<213> Glyptocephalus cynoglossus 



<400> 109 

gcccactttg 

gcatttggga 

tctgttgttt 

tcatggctga 

gagtcacaga 

atcacaaaaa 

atcaaaaaca 

tagtttattt 

tctcagaaaa 

agaataactg 

attgaacgct 

taactaatag 



tattcgcaag 
tctgtgctca 
ttgtagaatg 
acccggagag 
gttaatttgc 
tgagtactcg 
caatcaaaaa 
tgattctgac 
atttaaagta 
gatctttatg 
acttaaaagt 
tcctaataat 



gtaagagcaa 
acttgtaact 
aagttcgctg 
ggtgcttgga 
tttttacatt 
atatatttgg 
ggccattgat 
atgcaccaac 
catttttctt 
ctaaaataat 
atgtataaaa 
tgtgttatgg 



tatatttcaa 
gtataatgca 
ccgccttcct 
tacctgcctt 
gcaaatattt 
caaagtagaa 
tagcatgttc 
ttgctgcggc 
tccattagtc 
aaatcataca 
catcatctgt 
aaatgtattc 



attcatttag 
aatgttaaca 
catgatgttc 
gaataggatc 
taatataaca 
tccctttgat 
cttcaatgaa 
aacaattgaa 
ggatttgttt 
ttctgatttt 
attgataatt 
attgtcattt 



acgagaccaa 
atattctttt 
atggtcgtcc 
tatcatggta 
tggctggaaa 
ttcaataata 
atggacattg 
ttcaaatttg 
taaaaaatac 
accagtcaag 
gtttaacttt 
aatatcattt 



60 

120 

180 

240 

300 

360 

420 

4 80 

540 

600 

660 

720 



gcttgaattt atcaccatgt gtttttgttt gtttttacac agctctactg aggatcaatc 780 

ggtaaggact tctaccatca ttactgtgta attttaatag tattatcatc agtactgtta 840 

ttgataactt ctcttgtctt gctggctctc tccatcagcc aaatggtgta ttatcgtcgg 900 

cactggcacg gtgacgtcga gcagcaggct ctcgacaagc gctcagtgga ggaccagccc 960 

agttctattg cttctgcctg aagaagtcgc cttgaaggag ccttcag - ■ • 1007 



<210> 110 
<211> 1007 
<212> DNA 

<213> Glyptocephalus cynoglossus 



<400> 110 
gcccactttg 
gcatttggga 
f ctgttgttt 
tcatggctga 
gagtcacaga 
atcacaaaaa 
atcaaaaaca 
. tagtttat t'c 
tctcagaaaa 
agaataactg 
attgaacgct 
taactaatag 
gcttgaattt 
ggtaaggact 
ttgataactt 
cactggcacg 
agttctattg 



tattcgcaag 
tctgtgctca 
ttgtagaatg 
acccggagag 
gttaatttgc 
tgagtactcg 
caatcaaaaa 
tgattctgac 
atttaaagta 
gatctttatg 
acttaaaagt 
tcctaataat 
atcaccatgt 
tctaccatca 
ctcttgtctt 
gtgacgtcga 
cttctgcctg 



gtaagagcaa 
acttgtaact 
aagttcgctg 
ggtgcttgga 
tttttacatt 
atatatttgg 
ggccattgat 
atgcaccaac 
catttttctt 
ctaaaataat 
atgtataaaa 
tgtgttatgg 
gtttttgttt 
ttactgtgta 
gctgactctc 
gcagcaggct 
aagaagtcgc 



tatatttcaa 
gtataatgca 
ccgccttcct 
tgcctgcctt 
gcaaatattt 
caaagtagaa 
tagcatgttc 
ttgctgcggc 
tccattaatc 
aaatcataca 
catcatctgt 
aaatgtattc 
gtttttacac 
attttaatag 
tccatcagcc 
ctcgacaagc 
cttgaaggag 



at t cat t tag 
aatgttaaca 
catgatgttc 
gaataggatc 
taatataaca 
tccctttgat 
cttcaatgaa 
aacaattgaa 
ggatttgttt 
ttctgatttt 
attgataatt 
attgtcattt 
agctctactg 
tattatcatc 
aaatggtgta 
gctcagtgga 
ccttcag 



acgagaccaa 
afattcttct 
atggtcgt.cc 
tatcatggta 
tggctggaaa 
ttcaataata 
atggacattg 
ttcaaatttg 
taaaaaatac 
accagtcaag 
gtttaacttt 
aatatcattt 
aggatcaatc 
agtactgtta 
ttatcgtagg 
ggaccagccc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1007 



<210> 111 
<211> 201 
<212> DNA 

<213> Glyptocephalus cynoglossus 
<400> 111 

atgaagttca ctgccacctt cctggtgttg ttcatggtcg tcctcatggc tggatccgga 60 
gagtgtggtt ggaaaaagtg gttcactaaa ggtgccaagc accttggcca ggcggccatt 120 
aacggtttgg cctcttgcga agagcagcaa gagctcgaca agcgctcaga ggatgacgag 180 
cccagtgcta ttgtt.tttga a 201 



<210> 112 
<211> 862 
<212> DNA 

<213> Glyptocephalus cynoglossus 



<400> 112 

atgaagttca 

gagtgtggtt 

cattgcaaat 

ttggccatat 

tgattagcat 

caacctgctg 

tctaggcgat 

tctctatgtt 

ttaaaagtat 

caaataattg 

caccatgtgt 



ctgccacctt 
ggaaaaagtg 
actttaatat 
agaatcactt 
gttccttcac 
cggcaacaat 
ttaatctttc 
aaaataataa 
gtataaaaca 
tgttatggaa 
ttttgtttgt 



cctggtgttg 

gctccgtaaa 

aacatagttg 

tgatttcaat 

taaaatggac 

tgaaatcaaa 

cattcatcgg 

aacacacatt . 

tcatctgtat 

atgtattcat 

ttttacacag 



ttcatggtcg 
ggtagagtca 
gaaaatcaca 
aataatcaaa 
attgtcattt 
tttgtctcag 
atttgttttt 
ctgattttac 
gtataattgt 
tgtcatataa 
gtgccaagca 



tcctcatggc 
tggatttaat 
aaaataagta 
acaacaatca 
attttgattc 
aagaattcaa 
aaaaatatag 
ctgtcaagat 
ttaactgtca 
tatcatttgc 
ccttggccag 



tggatccgga 60 
ttgcttttta 120 
gtcgatatat 180 
aaaagcccat 240 
tcacaggcac 300 
agtacattgt 360 
aataactgga 4 20 
tgaacacgac 480 
actaatagtc 540 
ttgaatttat 600 
gcggccatta 660 



agtaaggact tctaccatca ttactgtgta attttaacag tattatcatc agtactgtta 720 

ttgacaacta ctcttgtctc tgtgactctc tccaggggtt tggcctcttg cgaagagcag 780 

caggagctcg acaagcgctc aatggatgac gagcccagtg ctattgtttt tgactgaaga 840 

agtcgccttg aagagccttc ag 862 



<210> 113 
<211> 782 , 
<212> DNA 

<213> Glyptocephalus cynoglossus 



<400> 113 

gcccactttg 

gcatttggga ' 

tctgttgttt 

tcatggctga 

aattaattcg 

taattaattg 

aaacatacat 

atcatctgta 

aatgtattaa 

tttttacaca 

ttttagcagt 

acaggtacat. 

tcgatgacaa 

ga 



tattcgcaag 
aatgtgctca 
ttgcag^atg 
acatggagag 
attttaacat 
gatttgtttt 
tctgatttta 
catataattg 
ttgtcattta 
ggtagaaaga 
attatcatca 
cagaagtcct 
ccccagtgcc 



gtaagagcga 
gcttgttact 
aagctcgctg 
ggttttgggg 
ggcaaatatt 
taaaaatata 
ccagttaaga 
tttaactgtt 
atatcatttg 
tttcccatgg 
gtactgttat 
tatggttacg 
attgcttctg 



tatatttcaa 
gtataatgca 
ctgccttcct 
atttctatat 
ttactataac 
gaataattgg 
ttgaacgcta 
aaccaatagt 
cttgaatttg 
gtaaggactt 
tgataacttc 
acgagcagca 
actgaagaag 



actcatatag 
aatgttaaca 
ggtgttgttc 
gaagcctggt 
ataccatatg 
atctttatgc 
cttaaaagta 
ccaa.ataatt 
tcaccatgtg 
ctaccatcat 
tcttgtctcg 
ggaggtcgac 
tcgccttgaa 



acgagaccaa 60 
atgtttttgt . 120 
atggtcgtcc 180 
agagtcacgg 24 0 
agtagtcgat 300 
taaaataatt 360 
tgtataaaac 420 
gtgttgtgga 480 
ttgttgtttg 540. 
tactgtgtat 600 
ctgactctct 660 
aagcgctcag 720 
ggagccttca 780 
782 



<210> 114 
<211> 185 
<212> DNA 

<213> Glyptocephalus cynoglossus 



<400> 114 ... 

atgaagttca ctgccacctt cctggtgttg ttcatggtcg tcctcatggc tgaacctggc 60 

gagggttatt ggcgcttccg caaccaccgt ggtgaaaggt tatcccagag gcatttcgc.t 120 

gacgtcgagc agcaggagct cgacaagcgc tcagtggatg acgagcccag ttctattgct 180 

tttga 185 



<210> 115 
<211> 837 
<212> DNA 

<213> Glyptocephalus cynoglossus 
<400> 115 

atgaagttca ctgccacctt cctcgtgttg ttcatcgtca tgtttgaacc -tggagagtgt 60 
ttttggaatg cttt'ttcacc gggtccacca tggtcgggtc acggaagtag ttcgattttt 120 
acatggcaaa tatttaaatg aaacatacca tatgagtagt cgatatattt ggccaagtag 180 
aatcactttg acttcaataa taatcaaaaa cataatcaaa aagcccattg attagcatgt 240 
tccttcaatg aaatggacat tgaggtttat tttgattctc acaggcacca acctgctgcg 300 
gcaacaattg cattcaaatt tgtcccaaag aaacttaatt aacattttct ggcgatttaa 360 
tctttgcata aattggattt gtttttaaaa atatagaata actggatctt tatgctcaaa 420 
taattaatca tacattctta ttttatcagt caagattgaa cgctacttaa aagtatgtat 480 
aaaacatcat ctgtatgtat aattgtttaa cttttaacta aaagtcctaa taattgtgtt 540 
atggaaatgt attaattgtc atttaatatc atttccttga atttatcacc atgtgttttt 600 
gtttggtttt tacacagctg gaaggttgat ccataggtaa ggacttctac catcattact -660 
gtataatgtt aataatagca ttatcatcag tactgttatt gataacttct cttgtctcgc 720 
tgactctctc catcagattc atcaaacgtc acggtgacgt cgagcagcag gagctcgaca 780 
agcgctcagt ggatgacgag cccagttcta ttgcttttgc ctgaagaagt cgccttg 837 



<210> 116 
<211> 748 
<212> DNA 

<213> Glyptocephalus cynoglossus 



<400> 116 

atgaagttca 

gactgtattt 

gatttttacg 

caagtagaat 

tttgcattaa 

attaaacata 

aacatcatct 

ggaaatgtat 

ttgtttttac 

taattttaag 

tctccatcag 

agcagcagga 

gaagaagtcg 



ctgccacctt 
ttggattgat 
tggcaaatat- 
cattttgact 
ttggatttgt 
cattctgata 
gtatgtataa 
tcattgtcat 
acagctggaa 
agcattatca 
actactcggc 
gctcgacaag 
ccttgaagga 



cctggtgttg 
tgcgactgcg 
tttagtataa 
tcaataataa 
ttttaaaaat 
ttaccagtca 
ttgtttaact 
ataatatcat 
ggttgatcca 
tcagtactgt 
tttcatcatg 
cgctcagtgg 
gccttcag 



ttcatggtcg 

gtccacaatg 

cataccttat 

tcaaaataac 

atagaataac 

agattgaacg. 

gtcgactaat 

ttgcttgaat , 

taggtaagga 

tattgataac 

ggcctcccgg 

atgaggagcc 



tcctcatggc 
gtaagtcaag 
gagtagtcga 
aatctctagg 
tggatcttaa 
ctacttaaaa 
agtcctaata 
ttatcaccat 
cttctaccat 
ttctcttgtc 
gttctggcac 
cagttctatt 



tgaacctgga 60 
gaattaattc 120 
tatatttgac. 180 
caatttaata 240 
tgctaaaata 300 
gtatgtataa 360 
attgtgttat 420 
gtgtttttgt 480 
cattactgta 54 0 
tcgctgactc 600 
ggtgacgtcg 660 
gcttttgact 720 
748 



<210> 117 
<211> 748 
<212> DNA 

<213> Glyptocephalus cynoglossus 



<400> 117 

atgaagttca 

gactgtattt 

gatttttact 

caagcagaat 

tttgcattaa 

attaaacata 

aacatcatct 

ggaaatgtat 

ttgtttttac 

taattttaag 

tctccatcag 

tgcagcagga 

gaagaagtcg 



ctgccacctt 
ttggattgat 
tggcaaatat 
cattttgatt 
ttggatttgt 
cattctgata 
gtatgtataa 
tcattgtcat 
acagttggaa 
agcattatca 
actactcggc 
gctcgacaag 
ccttgaagga 



cctggtgttg 
tgcgactgcg 
tttagtataa 
tcaataataa 
ttttaaaaat 
ttaccagtca 
ttgtttaact 
ataatatcat 
ggttggtcca 
tcagtactgt 
tttcatcatg 
cgctcagtgg 
gccttcag 



ttcatggtcg 
gtccacaatg 
cataccttat 
tcaaaataac 
atagaataac 
agattgaacg 
gtcgactaat 
ttgcttgaat 
tgggtaagga 
tattgataac 
ggcctcccgg 
atgaggagcc 



tcctcatggc 
gtaagtcaag 
gagtagtcga 
aatctctagg 
tggatcttaa 
ctacttaaaa 
agtcctaata 
ttatcaccat 
cttctaccat 
ttctcttgtc 
gttctggcac 
cagtgctatt 



tgaacctgga 
gaattaattc 
tatatttigac 
caatttaata 
tgctaaaata 
gtatgtataa 
attgtgttat 
gtgtttttgt 
cattactgta 
tcgctgactc 
ggtgacgtcg 
gtttttgaat 



60 

120 

180 

240 

300 

360 

.420 

480 

540 

600 

660 

720 

748 



<210> 118 
<211> 748 
<212> DNA 

<213> Glyptocephalus cynoglossus 



<400> 118 

atgaagttca 

gactgtattt 

gatttttacg 

caagtagaat 

tttgcattaa 

attaaacata 

aacatcatct 

ggaaatgtat 

ttgtttttac 

taattttaag 

tctccatcag 

agcagcagga 



ctgccacctt 
ttggattgat 
tggcaaatat 
cattttggtt 
ttggatttgt 
cattctgata 
gtatgtataa 
tcattgtcat 
acagttggaa 
agcattatca 
actactcggc 
gctcgacaag 



cctggtgttg 
tgcgactgcg 
tttagtataa 
tcaataataa 
ttttaaaaat 
ttaccagtca 
ttgtttaact 
ataatatcat 
ggttggtcca. 
tcagtactgt 
tttcatcatg 
cgctcagtgg 



ttcatggtcg 
gtccacaatg 
cataccttat 
tcaaaataac 
atagaataac 
agattgaacg 
gtcgactaat 
ttgcttgaat 
tgggtaagga 
tattgataac 
ggcctcccag 
atgaggagcc 



tcctcatggc 
gtaagtcaag 
gagtagtcga 
aatctctagg 
tggatcttaa 
ctacttaaaa 
agtcctaata 
ttatcaccat 
cttctaccat 
ttctcttgtc 
gttctggcac 
cagtgctatt 



tgaacctgga 60 
gaattaattc 120 
tatatttgac 180 
caatttaata 240 
tgctaaaata 300 
gtatgtataa 360 
attgtgttat 420 
gtgtttttgt 480 
cattactgta 540 
tcgctgactc 600 
ggtgacgtcg 660 
gtttttgaat 720 



gaagaagtcg ccttgaagga gccttcag 



748 



<210> - 119 
<211> 802 
<212> DNA 

<213> Eopsetta jordani 



<400> 119 

atgaagttca 

gagtgttttt 

tgattattac 

acaagtagaa 

tagcatgttc • 

ctgctgcggc 

ggccatctaa 

tatgctaaaa 

aaagtacgta 

atgattgtta 

tgtgtttgtt 

attactgtgt 

cgctgactct 

tcgacaagcg 



ctgccacctt 
ttggaatgcg 
atgccaaata 
tcactttgat 
cttcaatgaa 
aactattgaa 
tctttgcatg 
taataaaaac 
taaaacatca 
tggaaatgca 
tgttttttag 
aattttaata 
ctctatcaga 
cgcagtcgat 



cctcgtgttg 
ttttcacggg 
tgttaatgaa 
ttcaatagta 
atggacattg 
atcaaatttg 
aattggattt 
acacattctg 
tctgtatgta 
ttaattgtca 
caggtggagg 
gtattatcat 
ttaaacccag 
ga 



ttcatggtca 
gtccaccatg 
acataccata 
attaaaataa 
aggtttattt 
tcccagaaga 
gctttcaaaa 
attttaccag 
taattgtttg 
tttaatatca 
ttttctcaat 
cagtactcLt 
ggtatcgcgg 



tcgtcatgtt 
gtagggtcac 
tgagcagtcg 
caatcaaaaa 
tgattctcac 
aactaaatta 
atatagaata 
tcaagattga 
acttttaaca 
tttacttgaa 
gcgcaaggac 
attgacaacg 
ttacgacgag 



tgaacctgga 
aaaagtgatt 
tattatttgg 
ggcctttgat 
ctgcatcgac 
acattttcta 
actggatatt 
acactactta 
aatagtcaaa 
tttatcacca 
ttctaccatc 
tctcttgtct 
cagcaggagc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

802 



<210> 120 
<211> 661 
<212> DNA 

<213> Eopsetta jordani 



<400> 120 

atgaagttca 

gagggtttct 

ggcaaataat 

attttgattt 

tggattttat 

tgattttacc 

tttaattgtt 

gtcatataat 

tgcccaggcg 

tatcatcagt 

tccacaatgc 



ctgccacctt 
ttggagccct 
tttgtataac 
caataataa.t 
aaaatataga 
agtcaaaatt 
taacttttaa 
atagtttgct 
ctccatgggt 
actgt.tatta 
tcgtcacggt 



cctggtgttg 
tctcaaaggt 
atatcatatg 
caaaataaca 
acaactggat 
aaccactact 
caaatagtcc 
tgactttatc 
aaggacttct 
acgacttctc 
tacgacgagc 



tccttggtcg 
agagtcacgg 
agcagtcgat 
at.ctcttgga 
cttaatgcta 
ttaaagtatg 
aaataattgt 
accgtgtgtt 
accatcatga 
ttgtctcgct 
agcaggaact 



tcctcatggc 
aattaatttg 
gtatttgacc 
gattatatat 
aaataattaa 
tataaaacat 
gtaatggaaa 
tttgtttgtt 
ctgtgtaagt 
gactctctcc 
caacaagcgc 



tgaacctgga 60 
attgttacat 120 
aagaagaatc 180 
ttgcaataat 240 
acatacattc 300 
catctgtatg 360 
tgtattcatt 420 
ttttcacagg 4 80 
ttaataatat 540 
atcagaatca 600 
gcagtcgatg 660 
661 



<210> 121 
<211> 1011 
<212> DNA 

<213> Eopsetta jordani 



<400> 121 

gcccactttg 

ccgtttgcga 

ttctgttttt 

tcatggttga 

gaatcacgga 

cacaaaaata 

ctaaataaca 

gtttattttg 

cagaagaatt 

aataaataaa 



tattcgcaag 
aatgtgctca 
ttgtagaatg 
acctggagag 
attaattagc 
aatagtcgat 
acctaaaagg 
attctcacat 
caaagtacat 
tagaataact 



gtaagatcaa 
gcttgttatt 
aagttcactg 
tgtggttgga 
tttttacatt 
atatttggcc 
cctttgatta 
gcaccgacct 
ttttccaggc 
gaagcgctat 



tatttttcaa 
gtataataac 
ccaccttcct 
aagattggtt 
gcaaatagat 
aattagaatc 
gcatgttcct 
gtgcggcaac 
gattaaatct 
gataaaataa 



attcatttag 
aaagttaacg 
gatgttgttc 
tcgtaaggct 
tttttataac 
actttaattt 
tcaatgaaaa 
aattgaattc 
ttccattact 
ttacacattc 



acgagaccaa 

atctttattt 

atcttcgtcc 

aagaaaggta 

agctggaaat • 

caataataat 

ggacattgag 

agatttgtcc 

cggatttaaa 

attctgattt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 



tacaagtcaa gattgaacac tattaaaaag tgtgtataaa acatcatctg tatgtataat 660 

tgtttaactg ttaatagtct taataattgt gttatggaaa tgtattaatt tacatttaat 720 

atcatttgct tgagtttacc atcatgtgtt tttgtttgtt tttacacagt tggcaagact 780 

gttggcggct tggcccttaa gtaagaactt ctaccatcat tactgtataa ttttgatagt 840 

attatcacca gtactgttat taactacttc tcttgtctcg ctgactctct ccatccgact 900 

catccgcagt cattaccttg gcgagcagca ggagcttgcc aagcgcgcag tcgatgacga 960 

ccccagtgtt attgtctttg actgaagaag tcgccttgaa ggagccttca g 1011 



<210> 122 
<211> 826 
<212> DNA 

<213> Pleuronectes vetulus 
<400> 122 

atgaagttca ctgccacctt cctcatgatt ttaatcttcg tcctcatggt cgaacctgga 60 
gagtgtggta ttaggaaatg gtttaaaaag gctgctcacg gtaaagtcac ggaattaatt 120 
tgctttttgc tttacaaata tttttttata gcagctggaa . aatcacaaaa ataaatagtc 180 
gatgtatttg gccaattaga atcactttga tttcaaataa taatctaaat agcaacctaa 240 
aaggcctttg attagcatgt tccttcaatg aaatggatgt tgaggtttat tttgattctc 300 . 
acatgcaccg acctgctgcg gcaacaattg aattcaaatt tgtcccaaag gaattcaaag 360 
taaacttttc tagatgattt aatctttcca taactcggct ttgtttttaa aaatatataa 420 
taactcaatc actatgataa aataataaca catacattct gatttataca agacaagatt 480 
gaaaacttct taaaagtatg tataaaacat catctgtttg tataattgtt tatcatttca 540 
caaaaagtcc aactaattgt gttatggaat tgtataaatt gtcatttaat ataatttttt 600 
tgagtttatc aatatgtgtt tttgtttgtt ttacacagtt ggcaaggaag ttggcaaggt 660 
ggcccttaag taaggacttc taccattatt actgtataat tttgatagta ttatcacccg 720 
tactgttatt gacaacttct cttttcctgc tgactctctc catctgactc atctgcagtg 780 
cttgccttga caagcagcag cagctcgaca agcgcgcagt cgatga 826 

<210> 123 
<211> 1017 
<212> DNA . 

<213> Pleuronectes vetulus 
<400> 123 

gcccactttg tattcgcaag gtaatatcga tatttttcaa actcatttag acgagaccaa 60 
gcatttggga aatgtgctaa ggttgttact gtataatgca aaattaatga tctttatttt 120 
tctgtttttt tttgcagaat gaagttcact gccaccttcc tcatgatttt aatcttcgtc 1^80 
ctcatggtcg aacctggaga gtgtggtttg aagaaatggt ttaaaaaggc tgttcacggt 240 
agagtcacgg aattaatttg ctttttgctt. tacaaatatt tttttatagc agctggaaaa 300 
tcacaaaaat aaatagtcga tgtatttggc caattagaat cactttgatt tcaataataa 360 
tctaaatagc aacctaaaag gcctttgatt agcatgttcc ttcaatgaaa tggatgttga 420 
ggtttatttt gattctcaca tgcaccgacc tgctgcggca acaattgaat tccaatttgt 480 
cccaaaggaa ttcaaag.taa acttttctag gcgatttaat ctttccataa ctcggctttg 540 
tttttaaaaa tatataataa ctcaatccct atgataaaat aataacacat acattctgat 600 
ttatacaaga caagattgaa aacttcttga aagtatgtat caaacatcat ctgtttgtat 660 
aattgtttaa cagttcacaa aaagtccaac taattgtgtt atggaattgt ataaattgtc 720 
atttaatata' atttttttga gtttatcaat atgtgttttt gtttgtttta cacagttggc 780 
aagaaagttg gcaaggtggc ccttaagtaa ggacttctac cattattact gtgtaatttt 840 
gatagtatta tcaccagtac tgttattgac aacttctctt ttcctgctga ctctctccat 900 
ccgactcatc tgcagtgctt accttggcga gcagcagcag ctcgacaagc gtgcagtcga 960 
tgaagagccc agtgttattg cttttgactg aagaagtcgc cttgaaggag ccttcag 1017 



<210> 124 
<211> 814 
<212> DNA 

<213> Platichthys stellatus. 



<400> 124 

atgaagttea 

gagtgtggtt 

cgttttttgc 

caatatattt 

aaggcctttc 

ctgctgcggc 

ggcgatttaa 

atgataaaat 

aagtacgtat 

taattgtgtt 

atttgttttt 

agaacttcta 

caacttctct 

ggaagcaaga 



ctgccacctt 
ggaggaaatg 
tttgcaaata 
ggccaattag 

. ctttaatgaa 
aacaattgaa 

, tctttccatt 
aataa'gccat 
aaaacatcat 
atggaaatgt 
gtttgttttt 
ccatcattac 
tgtcctgatg 
actcgacaag 



cctcatgatg 
gattaaaaag 
ttttttttat 
aatcactttg 
atgtacgttg 
ttcaaatttc 
actctgattt 
acattctgat 
ctgtatttat 
ataaattgtc 
acacagttgg 
tgtataattt 
actctgttca 
cgcgcagtcg 



ttcatcttcg 
gctactcacg. 
aacagctgga 
agttcaataa 
aagtttattt 
tcccagagga 
gttttaaata 
ttttacaaga 
aattgtttaa 
atttaatatc 
caagcatatt 
tgatagtatt 
tccaactcat 
atga 



tcctcatggt 

gtaaagtcac 

aagtcacaaa 

taatctaaat 

tgaatctcac- 

attcaaagta 

tatagaatga 

caagattgaa 

catttaacaa 

atttgcttga 

ggcaaggcgg 

atcaccagta 

ctgcagtgct 



tgaacctgga 
ggaattaatt 
aataaatagt 
aacaaccaaa 
atgcaccgac 
aatttttcta 
ctcaattgct. 
aacttcttaa 
attgtcctac 
gtttatcatt 
cccttgagta 
ctgttattga 
tacattggcg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

814 



<210> 125 
<211> 670 
<212> DNA 

<213> Reinhardtius hippoglossoides 



<400> 125 
atgaagttea. 
gagggttttt 
agatgtttac 
■ ccaattagaa 
ctttccatta 
aatgaaacat 
aaacatcatc 
tggaaatgta 
tttgtttttt 
gtgtattttt 
ctctctccat 
cagtcgatga 



ctgccacctt 
teggattget 
atggcaaata 
tcactttaat 
ateggatttg 
acattctgat 
tgtatgtata 
ttaattgtca 
aacacagctg 
aatagtatta 
cagactcatc 



cctggtgttg 
ttttcacggg 
ttttaagata 
ttcaataata 
tttttttaaa 
tttaccagtc 
attgtt.tagc 
tataatataa 
gaaagttgat 
tcatcagtac 
catcatggtt 



ttcatggtcg 
atccaccatg 
acacaccata 
atcacaataa 
tatagaataa 
aagattgaac 
tgtaaacaaa 
tttgcttgaa 
ccatgggtaa 
tgttattaac 
acgacgagca 



tcctcatggc 
gtagggtcac 
tgagtagtcg 
caatctctag 
ctggatcttt 
gttacttaaa 
tagtccaaat 
tttatcacca 
ggacttctac 
aactt'etett 
gcaggagctc 



tgaacctgga 
ggaattaatt 
atatatttga 
gecatttaat 
atgctaaaat 
agtatgttta 
aattgtgtta 
tgtgtttttg 
catcattact 
etategctga 
gaeaagegeg 



60 

120 

18 0 

240 

300 

360 

420 

4 80 

540 

600 

660 

670 



<210> 126 
<211> 813 
<212> DNA 

<213> Hippoglossus stenolepis 



<400> 126 

atgaagttea 

gagggtttgg 

tttttccatt 

tatatttggc 

gectttgatt 

tgcaccgacc 

tttctaggtg 

atetttctge 

cttaaaagta 

caaataattg 

caccatgagt 

ctaccatcat 

tcttgtctcg 

gcagcagaag 



ctgccacctt 
gaaattggat 
gcaaatattt 
caaatagaat 
agcatgttcc 
tgetgeggea 
atttaatctt 
taaaataata 
tgtataaaac 
tgttaaggaa 
tttttgtttg 
tactttgtaa 
ctgactctct 
ctcgacaagc 



cctggtgttg 
ggggccccat 
taatattgea 
aactttgatt 
ttcaataaaa 
acaattgaaa 
tccattcatc 
aaacacacat 
atcatctgta 
atgtattaat 
tttttacaca 
tttttatagt 
ccatcaggat 
gegcagtega 



ttcatggtcg 
ateageggta 
tagctggaaa 
tcaataataa 
tggacattga 
tcaaatttgt 
tgatttattt 
tctgatttta 
tgtataattg 
tgtcatttaa 
ggtagaaaga 
attatcatca 
gaactcagag 
tga 



tcctcatggc 

gagtcaegga 

atcacgaaat . 

tcaaaattac 

agttt.atttt 

ctcagaattt 

tataaatata 

ccagtcaaga 

tttaactgtt 

tatcatttgc 

aggecttgea 

gtactgttat 

cgtcgcagtt 



tgaacctgga 
attaatttgc 
aagtagtcga 
aatcaaaaag 
gatgetcaca 
aaagtacatt 
gaataactgg 
ttgaacacta 
aacaatagtc 
ttgaatttat 
gtaaggactt 
tgacaacttc 
acgacgagta 



60 

120 

180 

240 

300 

360 

4 20 

48 0 

540 

-600 

660 

720 

780 

813 



<210> 127 
<211> 668 



<212> DNA 

<213> Hippoglossus stenolepis 



<400> 127 

atgaagttca ctgccacctt cctggtgttg ttcatggtcg tcctcatggc tgaacctgg'a 60 

gagtgttttt tgggattgct ttttcacggg gtccaccatg gtagggtcac ggaagtaatt 120 

cgatttttac atggcaaata ttttaagata • acacaccata tgagtagtcg atatatttga ■ 180 

tatattagaa tcactttgat ttcaataata atcaaaataa caatctctag gcgatttaat' 240 

atttgcatta attggatttg tttttaaaaa tatagaataa ctggatcttt atggtaaaat 300 

aattaaacat acattctgat- tttaccagtc aagattgaac actacttaga agtatgtata . 360 

aaacatcatc tgtatgtata attgtttaac tgttaactaa tagtccaaat aattgtgtta 420 

tggaaatgta" ttaattgtca tttaatatca tttgcttgaa tttatcacca tgtgtttttg 4.80 

tttgttttta cacagttgga aatttgatcc atgggtaagg. acttctacca tcattactgt 540 

gtatttttaa tagtattatc atcagtactg ttattgacaa cttctcttgt ctcgctgact 600 

ctctccatca gactcatcca tcacggttac gacgagcagc , aggagctcga eaagcgcgca 660 

gtcgatga 668 

<210> 128 
<211> 1015 

. <212> DNA ' 
<213> Pleuronichthys coenosus 

<400> 128 

gcccactttg tattcgcaag gtaatatcga tatttttcaa actcatttag acgagaccag 60 

gcatttggga aacgtgctaa ggttgttact gtataatgca aaattaatga tctt.tatttt 120 

tctgtttttt tttgcagaat gaagttcact gccaccttcc tcatgatttt aatcttcgtc 180 

ctcatggtcg aacctggaga gtgtggtatt aggaaatggt ttaaaaaggc tgctcacggt 240 

aaagtcacgg aattaatttg ctttttgctt tacaaatatt ttttf acagc agctggaaaa 300 

tcacaaaaat aaatagtcga tgtatttggc caattagaat cactttgatt tcaataataa 360 

tctaaatagc aacctaaaag gcctttgatt agcatgttcc ttcaatgaaa tgggtgttga 420 

ggtttatttt gattctcaca tgcaccgacc tgctgcggca acaattgaat tcaaatttgt 480 

cccaaaggaa ttcaaagtaa acttttctag gcgatttaat ctttccataa ctcggctttg 540 

tttttaaaaa tatataataa ctcaatcgct atgataaaat aataacacat acattctgat 60.0 

ttatacaaga caagattgaa aacttcttga aagtatgtat caaacatcat ctgtttatat -.660 . 

aattgtttaa catttcacaa aaagtccaac taattgtgtt atggaattgt ataaat.tgtc 720 

atttaatata atttttttga gtttatcaat atgtgttttt gtttgtttta cacagttggc 780 

aagaaagttg gcaaggtggc ccttaagtaa ggacttctac cattattact gtataatttt 840 

gatagtatta tcaccagtac tgttattgac aacttctctt ttcctgctga ctctctccat 900 

ccgactcatc tgcagtgctt accttggcga gcagcagcag ctcgacaagc gtgcagtcga 960 

tgaagagccc agtgttattg cttttgactg aaggagtcgc cttgaaggag ccttc 1015 

<210> 129 - 
<211> 1019 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide, 
sequence of pleurocidin-like gene 

<400> 129 

gcccactttg tattcgcaag gtaatatcga tatttttcaa actcatttag acgagaccaa 60 

gcatttggga aacgtgctaa • ggttgttact gtataatgca aaattaatga tcttta.tttt 120 

tctgtttttt tttgcagaat gaagttcact gccaccttcc tcatgatttt aatcttcgtc 180 

ctcatggtcg aacctggaga gtgtggtatt aggaaatggt ttaaaaaggc tgctcacggt 240 

aaagtcacgg aattaatttg ctttttgctt. tacaaaatat ttttttatag cagctggaaa 300 

atcacaaaaa taaatagtcg atgtatttgg ccaattagaa tcactttgat ttcaataata 360 

atctaaatag caacctaaaa ggcctttgat tagcatgttc cttcaatgaa atggatgttg 420 

aggtttattt tgattctcac atgcaccgac ctgctgcggc aacaattgaa ttcaaatttg 480 



tcccaaagga 
tgtttttaaa 
atttatacaa 
ataattgttt 
tcatttaata 
gcaagaaagt 
ttgatagtat 
atccgactca 
gatgaagagc 



attcaaagta 
aatatataat 
gacaagattg 
aacatttcac 
taattttttt 
tggcaaggtg 
tatcaccagt 
tctgcagtgc 
ccagtgttat 



aacttttcta 
aactcaatcc 
aaaacttctt 
aaaaagtcca 
gagtttatca 
gcccttaagt 
actgttattg 
ttaccttggc 
tgcttttgac 



ggcgatttaa 
ctatgataaa 
gaaagtatgt 
actagttgtg 
atatgtgttt 
aaggacttct 
acaacttctc 
gagcagcagc 
tgaagaagtc 



tctttccata 
ataataacac 
atcaaacatc 
ttatggaatt 
ttgtttgttt 
accattatta 
ttttcctgct 
agctcgacaa 
gccttgaagg 



actcgggctt 540 
atacattctg 600 
atctgtttgt 660 
gtataaattg 720 
tacacagttg 780 
ctgtataatt 840 
gactctctcc 900 
gcgtgcagtc 960 
agccttcag 1019 



<210> 130 
<211> 832 
<212> DNA ' 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence of pleurocidin-like gene 



<400> 130 

aatgaagttc 

acctgaagaa 

ggaattaatt 

aataaatagt 

aacaacctaa 

attgattctc 

tcagcgtaaa 

atagaataac 

aagattgaaa 

atttaacaaa 

tttgctttag 

gcaaggcggc 

tcaccagtac 

cgcagtgctt 



actgccacct 
gtgtggttgg 
agcatttttc 
cgatatattt 
aaggcctttg 
acatgca'ccg 
tttttctagg 
tcaattgcta 
acttcttaaa 
taatcctact 
tttatcatta 
ccttgagtaa 
tgttattgac 
acctcggcga 



tcctcataga 
aaagaaagtg 
tttgcaaata 
ggccaattag 
attagcatgt 
acctgctgcg 
cgatttaatc 
tgataaaata 
ggtacgtata 
aattgtgtta 
tttgtttttg 
gaacttctac 
aacttctctt 
gaagcaagaa. 



atggttcatc 
gtttaaaaag 
ttttttttat 
aatcactttg 
tccttcaatg 
tcaacaattg 
tttccattac 
ataacacata 
aaacatcatc 
tggaaatgta 
tttgttttta 
catcattact 
gtcctgctga 
ctcgacaagc 



ttcgtcctca 
gctactcacg 
acagctcgaa 
atttcaataa 
aaatggacgt 
aattcaaatt 
tcggatttgt 
cattcagatt 
tgtatttata 
taaattgtaa 
cacagttggc 
gtataatttt 
ctctctccat 
gcgcagtcga 



atgggttgaa 
gtaaagtcac 
aattcacaaa 
taatctaaat 
tgaggtttat 
tgagaggaat 
ttttaaatat 
tttacaagac 
attgtttaac 
tttaatataa 
aagcatgttg 
gatagtgtta 
ccgactcatc 
tg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

832 



<210> 131 
<211> 670 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence of pleurocidin-like gene 



<400> 131 

atgaagttca 

gagggttttt 

agatgtttac 

ccaattagaa 

ctttccatta 

aatgaaacat 

aaacatcatc 

tggaaatgta 

tttgtttttt 

gtgtattttt 

•ctctctccat 

cagtcgatga 



ctgccacctt 
tcggattgct 
atggcaaata 
tcactttaat 
atcggatttg 
acattctgat 
tgtatgtata 
ttaattgtca 
aacacagctg 
aatagtatta 
cagactcatc 



cctggtgttg 
ttttcacggg 
ttttaagata 
ttcaataata 
tttttttaaa 
tttaccagtc 
attgtttagc 
tataatataa 
gaaagttgat 
tcatcagtac 
catcatggtt 



ttcatggtcg 
atccaccatg 
acacaccata 
atcacaataa 
tatagaataa 
aagattgaac 
tgtaaacaaa 
tttgcttgaa 
ccatgggtaa 
tgttattaac 
acgacgagca 



tcctcatggc 
gtagggtcac 
tgagtagtcg 
caatctctag 
ctggatcttt 
gttacttaaa 
tagtccaaat 
tttatcacca 
ggacttctac 
aacttctctt 
gcaggagctc 



tgaacctgga 60 
ggaattaatt 120 
atatatttga 180 
gccatttaat 240 
atgctaaaat 300 
agtatgttta 360 
aattgtgtta 420 
tgtgtttttg 480 
catcattact 540 
ctatcgctga 600 
' gacaagcgcg 660 
67 0 



<210> 132 
<211> 813 
<2T2> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence of pleurocidin-like gene , 

<400> 132 

atgaagttca ctgccacctt cctggtgttg ttcatggtcg tcctcatggc tgaacctgga 60 
gagggtttgg gaaattggat ggggccccat atcagcggta gagtcacgga attaatttgc 120 
tttttccatt gcaaatattt taatattgca tagctggaaa. atcacgaaat aagtagtcga 180 
tatatttggc caaatagaat aactttgatt tcaataataa tcaaaattac aatcaaaaag 240 
gcctttgatt agcatgttcc ttcaataaaa tggacattga , agtttatttt gatgctcaca 300 
tgcaccgacc tgctgcggca acaattgaaa tcaaatttgt ctcagaattt aaagt-acatt 360 
tttctaggtg atttaatctt tccattcatc tgatttattt tataaatata gaataactgg 420 
atctttctgc taaaataata aaacacacat tctgatttta ccagtcaaga ttgaacacta 480 
cttaaaagta tgtataaaac atcatctgta tgtataattg tttaactgtt aacaatagtc 540 
caaa.taattg tgttaaggaa atg.tattaat tgtcatttaa t.atcatt.tgc ttgaatttat 600 
caccatgagt tttttgtttg tttttacaca ggtagaaaga aggccttgca gtaaggactt 660 
ctaccatcat tactttgtaa tttttatagt attatcatca gtactgttat tgacaacttc 720 
tcttgtctcg ctgactctct ccatcaggat gaactcagag cgtcgcagtt acgacgagta 780 
gcagcagaag ctcgacaagc gcgcagtcga tga 813 

<210> 133 
<211> 668 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence of pleurocidin-like gene 

<400> 133 

atgaagttca ctgccacctt cctggtgttg ttcatggtcg tcctcatggc tgaacctgga -60 
gagtgttttt tgggattgct ttttcacggg gtccaccatg gtagggtcac ggaagtaatt 120 
cgatttttac atggcaaata ttttaagata acacaccata tgagtagtcg atatatttga 180 
tatattagaa tcactttgat ttcaataata atcaaaataa caatctctag gcgatttaat 240 
atttgcatta attggatttg tttttaaaaa tatagaataa ctggatcttt atggtaaaat 300 
aattaaacat acattctgat tttaccagtc aagattgaac actacttaga agtatgtata 360 
aaacatcatc tgtatgtata attgtttaac tgttaactaa tagtccaaat aattgtgtta 420. 
tggaaatgta ttaattgtca tttaatatca tttgcttgaa tttatcacca tgtgtttttg 480 
tttgttttta cacagttgga aatttgatcc atgggtaagg acttctacca tcattactgt 540 
gtatttttaa tagtattatc atcagtactg ttattgacaa - cttctcttgt ctcgctgact 600 
ctctccatca gactcatcca tcacggttac gacgagcagc aggagctcga caagcgcgca 660 
gtcgatga 668 



<210> 134 . 
<211> 1015 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence of pleurocidin-like gene 



<400> 134 

gcccactttg tattcgcaag gtaatatcga tatttttcaa actcatttag acgagaccag 60 



gcatttggga 
tctgtttttt 
ctcatggtcg 
aaagtcacgg 
tcacaaaaat 
tctaaatagc 
ggtttatttt 
cccaaaggaa 
tttttaaaaa 
ttatacaaga 
aattgtttaa 
atttaatata 
aagaaagttg 
gatagtatta 
ccgactcatc 
tgaagagccc 



aacgtgctaa 
tttgcagaat 
aacctggaga 
aattaatttg 
aaatagtcga 
aacctaaaag 
gattctcaca 

, ttcaaagtaa 
tatataataa 
caagattgaa 
catttcacaa 
atttttttga 
gcaaggtggc 

' tcaccagtac 
tgcagtgctt 
agtgttattg 



ggttgttact 
gaagttcact 
gtgtggtatt 
ctttttgctt 
tgtatttggc 
gcctttgatt 
tgcaccgacc 
acttttctag 
ctcaatcgct 
aacttcttga 
aaagtccaac 
gtttatcaat 
ccttaagtaa 
tgttattgac 
accttggcga 
cttttgactg 



gtataatgca 

gccaccttcc 

aggaaatggt . 

tacaaatatt 

caattagaat 

agcatgttcc 

tgctgcggca 

gcgatttaat 

atgataaaat 

aagtatgtat 

taattgtgtt 

atgtgttttt 

ggacttctac 

aacttctctt 

gcagcagcag 

aaggagtcgc 



aaattaatga 
tcatgatttt 
ttaaaaaggc 
tttttacagc 
cactttgatt 
ttcaatgaaa 
acaattgaat 
ctttccataa 
aataa.cacat 
caaacatcat 
atggaattgt 
gtttgtttta 
cattattact 
ttcctgctga 
ctcgacaagc 
cttgaaggag 



tctttatttt 
aatcttcgtc 
tgctcacggt 
agctggaaaa 
tcaataataa 
tgggtgttga 
tcaaatttgt 
ctcggctttg. 
acattctgat 
ctgtttatat 
ataaattgtc 
cacagttggc 
gtataatttt 
ctctctccat 
gtgcagtcga 
ccttc 



120 

180 

240 

300 

360 

420 

480. 

540- 

600 

660 

720 

780 

840 

900 

960 

1015 



<210> 135 
<211> 557 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for. hepcidin-like gene 



<400> 135 

cgcccttaag 

gttcatcctt 

cattgacagt 

acgttcaatt 

gcgtttcacc 

agccggtaga 

aaaaatactt 

agatgcattt 

gctgtcacaa 

gaattcgttt 



atgaagacat 
gaaagcaccg 
ccagttgggg 
tagtgaatga 
cttggaattg 
gagggcttca 
accatgtgct 
caggttcaag 
caagggctgt 
aaaacac 



tcagtgttgc 

ctgttccttt 

aacatcaaca 

attaagtaat 

aattagccca 

gggcgagtag 

tgttcccacc . 

cgtcagagcc 

ggcttctgct 



agttgcagtg 
ctccgaggtg 
gccgggcggc 
tacctttagc 
ctagcgctag 
tgtgaatact 
tttttcattt 
acctctccct 
gcaaattctg 



gtggtcgtcc 
cgaacggagg 
acgtccatga 
aaattaacat 
ttgttaacca 
t-gtgaagtgg 
tcttttcttg 
gtgccgttgg 
aggacctgcc 



tcgcatgtat 60 
aggttgaaag 120 
atctgccggt 180 
ctaagtggtt 24 0 
tttgattgtg 300 
agacttggac 360 
gctgagatac 4 20 
tgctgcaact 4 80 
agcaaagggc 540 
557 



<210> 136 
<211> 282 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism:. Nucleotide 
sequence for hepcidin-like gene 

<400> 136 

agatgaagac attcagtgtt gcagttgcag tggtggtcgt cctcgcatgt atgttcatcc 

ttgaaagcac cgctgttcct ttctccgagg tgcgaacgga ggaggttgaa agcattgaca 

gtccagttgg ggaacatcaa cagccgggcg gcacgtccat gaatctgccg atgcatttca 

ggttcaagcg tcagagccac ctctccctgt gccgttggtg ctgcaactgc tgtcacaaca 

agggctgtgg cttctgctgc aaattctgag gacctgccag ca 



60 

120 

180 

240 

282 



<210> 137 
<211> 623 
<212>. DNA 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for . hepcidin-like -gene 



<400> 137 

acgaggtccc 

tgcattgaaa 

ttcctcataa 

aaacttccta 

atgtatgttc 

tggaagcttt' 

gccggagcct. 

ctgctgtcac 

tttctagttt 

taatgattta 

aatacaaaaa 



tcatccgctg 
attgtgcgtt 
actgtcactt 
aaaaaaacga 
atccttgaaa 
gacagtccag 
ttcaggttca 
aacattggct 
gtacatgttt 
taaaatcact 
aaaaaaaaaa 



acaccaaaag 
ggagagcgtc 
caatttcaac 
gaatgaaggc 
gcaccgctgt 
ttggggaaca 
agcgtcagat 
gtggcttctg 
gcaatgtttt 
tcttattgtg 
aaa 



aacaatcaat 
gctttttggg 
tgatttcaac 
ctttagtgtt 
tcctttctcc 
tcaacagccg 
ccacctctcc. 
ctgcaaattc 
.ctttctgaga 
acactttaaa 



caactttgga 
aapattgaag 
aggactttta 
gcagtggtac 
gaggtgcgaa 
ggcggcgagt 
ctgtgcggtt 
taaggacctg 
tgttgttttt 
aaaaataaac 



ctcgtcttag 60 
agttctgatc 120 
aataggctat 180 
tcgtcattgc 240 
cggaggaggt 300 
ccatgcatct 360 
tgtgctgcaa 420 
cccgcaacat 4 80 
gtgactatga 540 
acattctttg 600 
623 



<210> 138 ' 
<211> 312 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 



<400> 138 

cgaacggagg 

acgtccatga 

cgttggtgct 

cctgccagca 

tgtttctttt 

cctcaatctt 



aggttgaaag 
atctgccgat 
gcaactgctg 
ctaaagccat 
ggactctgtg 
gt 



cattgacagt ccagttgggg 

gcatttcagg ttcaaacgtc 

tcacaacaag ggctgtggct 

'tttattaact tatcgccttt 

gagaagatgc aatctcattg 



aacatcaaca gccgggcggc 60 
agagccacct ctccctgtgc 120 
tctgctgcaa attctgagga 180 
aatttgcccc tattcttcta 240 
acgtctttat cactgcacaa 30.0 

•312 



<210> 139 
<211> 277 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 139 

aagatgaaga cattcagtgt tgcagtggta cccgtcattg catgtatgtt catccttgaa 60 
agcaccgctg ttcctttctc cgaggtgcga acggaggagg ttggaagctt tgacagtcca 120 
gttggggaac atcaacagcc gggcggcacg tccatgaatc tgccg.atgca tttcaggttc 180 
aagcgtcaga gccacctctc cctgtgccgt tggtgcttca actgctgtca caacaaaggc 240 
tgtggcttct gctgcaaatt ctgaggacct gccagca 277 



<210> 140 
<211> 276 
<212> DNA 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: Nucleotide 



sequence for hepcidin-like gene 



<400> 140 

taagatgaag caattcagtg tggcagtggt actcgtcatg gcatgt.atgt tcatcgtgga 60 

aagcaccgct gttcctttct ccgaggtgcg aacggaggag gttggaagct tggacagtcc 120 

agttggggaa catcaacagc cgggcggcga gtccatgcat ctgccggagc ctttcaggtt 180 

caagcgtcag atccacctct ccctgtgcgg tttgtgctgc aactgctgtc acaacattgg 240 



ctgtggcttc .tgctgcaaat tctgagactg ccagca 



276 



<210> 141 
<211> 647 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 



<400> 141 

acgaggcaca 

agccactaga 

gccggacacc 

tcagcatcta. 

gtgctcgcct 

ctggaggagg 

tcctggatgg 

tggtgctgca 

ttcccgcaac 

ttttcttgac 

ggaaaaaacc 



cgctgaccag 
gaatcacccg 
catgagacag 
aaacctccct 
ttgtttgcat 
ccgggggcaa 
agaatcccac 
actgctgcaa 
acaacctcac 
ctcttttgta 
ctttgaataa 



ggggt caeca 
ggagcccgaa 
aagacctaca 
caaaatgaag 
teagtgeage 
tgacactcca 
caggcagaag 
ggccaacaag 
aatgtattaa 
attttg.tata 
aataaaaaaa 



caacttctga 
gaacacagga 
agcctctcag 
gcattcagca 
tctgccgtcc 
gttgeggaac 
cgccacatca 
ggctgtggct 
tttattacac 
atcttttaaa 
aaaaaaaaaa 



agagacccag 
cgctgcggtg 
cttcagaagg 
ttgcagttgc 
cattccaagg 
atcaagtgat 
gccacatctc 
tetgetgeaa 
tttttgtcga 
taaaacgggg 
aaaaaac 



gttcctagag 
ctegteggtg 
atttcctgac 
agtgacactc 
ggtgcaggag. 
gtcaatggaa 
cctgtgccgc 
gttctgagga 
gaaatgtcct 
tacgattcat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

64 7 



<210> 142 
<211> 521 
<212> DNA 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: 
sequence for hepcidin-like gene 



Nucleotide 



<400> 142 

aagatgaaga 

caggacagct 

gcttattagc 

tcattaacag 

tcaaatgatg 

ttaagccaat 

agggaataaa 

aagegtcaca 

ggctgtggcc 



cattcagtgt 
ctgccgtccc 
cataaatgtt 
gtgeaggage 
tcaatggaat 
tactgtgagc 
acccctcgtt 
tcagccacat 
cctgctgcaa 



tgcagttgca 
attccagggg 
ttgtcaggat 
tggaggaggc 
cgtggatggt 
gcgttaacat 
catgtgtctt 
ctccatgtgc 
attctgagga 



gtgacactcg 
gtaagaaege 
gctgagacac 
agggggcaat 
atgttcaatc 
ttaagtggct 
gtccgtccac 
cgctggtgct 
cctgcccagc 



tgctcgcctt 
aactttaact 
ggctcctaaa 
gacactccag 
tgttcaatcg 
gtgttccagc 
aggagagtcc 
geaactgetg 



tgtttgcatt 
cgcttcattt 
tgtgtataat 
ttgeggcaca 
actggatgaa 
ccggtgctgt 
cgtcaggcag 
caaggecaag 



60 

120 

180 

240 

300 

360 

420 

480 

521 



<210> 143 
<211> 543 
<212> DNA 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: Nucleotide 



sequence for hepcidin-like gene 



<400> 143 

aagatgaaga 

cagcagagct 

ttgttatcca 

agagctggag 

ggactcatgg 

tcagatggaa 

agtgaaaaca 

ctctcacaca 

gctgctgcag 

aac 



cattcagtgt 
ctggcacctt 
tgaatctctc 
gaggcagtga 
atggtaggtt 
gtgaatgtgt 
aacacagaaa 
gatgccatac 
agctggtgtc 



tgcagtcaca 
tcctgaggta 
atcaacagac 
gcaatgacaa 
cagttcactg 
tttagtctca 
gttatgatga 
aacagacaga 
tgtggactgt 



gtggccgtcg 
agctcctgac 
tgagacttga 
tgcagctgct 
aatggatcaa 
aaggtgccct 
tgctgatgaa 
agcgtgcctt 
gctgcaagtt 



tgctcgtctt 
tteagatcgt 
ttccttcttt 
gaacatcagg 
accaattcac 
gaagctcagt 
cttctcc-tca 
caagtgtaag 
ctgaggattc 



tatttgtatc 60 
ttcattttgc 120 
atcaggtaca 180 
agacatcagt 240 
•atcagacctt 300 
ttacacaagc 360 
tgtctcatgt .420 
ttctgctgcg 480 
ctgctccaac 540 
54 3 



<210> 144 
<211> 581 
<212> DNA 

<213> Unknown Organism 

<220> ' 
<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 



<400> 144 

acgagctgac 

cagtcaaact 

tctttatttg 

cagtgagcaa 

tgccatacaa 

ctggtgtctg 

ttcatttgtt 

catgtgatag 

tgattg.tatc 

tttgaaaaaa 



aggagctgac 
ctcaaagatg 
tatccag.cag 
tgacaatgca 
cagacagaag 
tggactgtgc 
ttgccttttg 
tttaatggtg 
acccacatat 
aaaaaaaaaa 



aggagtcacc 
aagacattca 
agctctgcct 
gctgctgagc 
cgtagcttta 
tgcaag.ttct 
tcttaaagtt 
ttactcattg 
tttctctgtt 
aaaaaaaaaa 



agcagagtca 
gtgttgcagt 
cctttcctga 
atcaggagac 
agtgtaagtt 
gaggattcct 
cattgaacta 
gttcatggta 
aggtgtattt 



aagaactaaa 
cacagtggcc 
ggcacaagag 
accagtggac 
ctgctgcggc 
gctccaacaa 
taaacatatt 
tagtcaagtg 
tcaataaatg 



aaaaaaaaaa a 



caacttaact 60 
gtcgtcctcg 120 
ctggaggagg 180 
tcgtggatga 240 
tgctgcagag 300 
ccatcaaata 360 
tctggttgag 420 
ttcagagatg 480 
ccaatgatcc 54.0 
581 



<210> 145 
<211> 579 
<212> DNA 

<213> Unknown Organism 
<220> .... 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene t 



<400> 145 

acgagcggca 

taaacaactt 

ggccgtcgtg 

agagctggag- 

tgactcgtgg 

cggctgctgc 

acaaccatca 

tatttctggt 

agtgttcaga 

aatgttaatg 



cgaggtgaac 
aactcagtca 
ctcgtcttta 
gaggcagtga 
atgatgccaa 
agagctggtg 
aatattcatt 
agagcatgtg 
gatgtgattg 
ctcctttgaa 



tgacaggagc 
aactctcaaa 
tttgtatcca 
gcaatgacaa 
acaacagaca 
tctgtggact 
tgttttgcct 
atagtttaat 
tatcacccac 
aaaaaaaaaa 



tgacaggagt 
gatgaagaca 
gcagagctct 
tgcagctgct 
gaagcgtggc 
gtgctgcaag 
tttgttttaa 
ggtgctactc 
atatttctct 
aaaaaaaaa 



caccagcaga 
ttcagtgttg 
gcctc.ctttc 
gaacatcagg 
tttaagtgta 
ttctgaggat 
agttcattga 
cttggttcat 
gttaaggtgt 



gtcaaagaac 
cagtcacagt 
ctgaggcaca 
agacaccagt 
agttctgctg 
tcctgctcca 
actatataca 
ggtgtagtta 
attttcaata 



60 

120 

180 

240 

300 

360 

420 

480 

540 

579 



<210> 146 
<2li> 477 



<212> DNA 

<213> Unknown . Organism 



<220> ; 

<223> Description of Unknown Organism: 
sequence for hepcidin-like gene 



Nucleotide 



<400> 146 

acgagactga 

tcagtcaaac 

gtctttattt 

aagcgtggct 

tgctgcaagt 

ttgtcttaaa 

gtgttactca 

tattttctct 



caggagctga 
tctcaaagat 
gtatccagca 
ttaagtgtaa 
tctgaggatt 
gttcattgaa 
ttggttcatg 
gttaggtgta 



caggagtcac 
gaagacattc 
gagctctgco 
gttctgctgc 
cctgctccaa 
ctataaacat 
gtatagtcaa 
ttttcaataa 



cagcagagtc 
agtgttgcag 
acctttcctg 
ggctgctgcg 
caaccatcaa 
atttctggtt 
gtgttcagag 
atgccaatga 



aaagaactaa 
tcacagtggc 
agatgccata 
gagctggtgt 
atattcattt 
gagcatgtga 
atgtgattgt 
tcctttgaaa 



acaacttaac 60 
cgtcgtgctc 120 
caacagacag 180 
ctgtggaatg 240 
gttttgcctt 300 
tagtttaatg . 360 
atcacccaca 420 
aaaaaaa . 4 77 



<210> 147. 
<211> 483 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 



<400> 147 

aagatgaaga 

cagcagagct 

tgttatcpat 

gagctggagg 

gactccagga 

agagaaaaca 

ctctcacaca 

gctgctgcag 

aac 



cattcagtgt 
ctgcctcctt 
gaatctctca 
aggcagtgag 
gtgaatgtgt 
aacagagtaa 
gattccatac 
agctggtgtc 



tgcagtcaca 
tcctgaggta 
tcatcatact 
caatgacaat 
tttagtcaca 
gttatgatga 
aacagacaga 
tgtggactgt 



gtggccgtcg 
agcacctgac 
gagacttgat 
gcagctgctg 
aaagtgccct 
tgctgatgaa 
agcgtagctt 
gctgcaagtt 



tgctcgtctt 
ttcagatcgt 
tccttcttta 
agcatcagga 
gaagctcagt 
ggtctcctca 
taagtgtaag 
ctgaggattc 



tatttgtatc 
ttcatttgct 
tcaggcacaa 
gacaccagtg 
ttacacaagc 
tgtctcatgt 
ttctgctgcg 
ctgctccaac 



60 

120 

180 

240 

300 

360 

420 

480 

483 



<210> 148 
<211> 542 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: 
sequence for hepcidin-like gene 



Nucleotide 



<400> 148 

agatgaagac 

agcagagctc 

gttatccatg 

agctggagga 

actcgtggat 

agatggaagt 

gagaaaacaa 

tctcacacag 

ctgctgcaga 

aa 



atgcagtgtt 
tgcctccttt 
aatctctcat 
ggcagtgagc 
ggtaggttca 
gaatgtgttt 
acagagtaag 
atgccaaaca 
gctggtgtct 



gcagtcacag 
cctgaggtaa 
catcatactg 
aatgacaatg 
gttcactgaa 
taigtcacaaa 
ttatgatgat 
acagacagaa 
gtggactgtg 



tggccgtcgt 
gcacctgact 
agacttgatt 
cagctgctga 
tggatcaatc 
agtgcccctg 
gctgatgaag 
gcgtggcttt 
ctgcaagttc 



gctcgtcttt 
tcagatcgtt 
ccttctttat 
acatcaggag 
catttcacat 
aagctcagtt 
gtctcctcat 
aagtgtaagt 
tgaggattcc 



atttgtatcc 
tcatttgctt 
caggtacaag 
acaccagttg 
cagatctttc 
tacacaagca 
gtctcatgtc 
tctgctgcgg 
tgctccggac 



60 

120 

180 

240 

300 

360 

4 20 

480 

540 

542 



<210> 149 
<211> 536 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 



<400> 149 

aagatgaaga 

cagcagagct 

tgttatccat 

gagctggagg 

gactcaggga 

cagattgaag 

gagaaaacaa 

tctcacacag 

ctgctgcaga 



caatcagtgt 
ctgcctcctt 
gaatctctca 
aggcagtgag 
tggtaggttc 
tgaatgtgtt 
acagagtaag 
attccataca 
gctggtgtct 



tgcagtcaea 
tcctgaggta 
tcaacatact 
caatgacaat 
agttcactga 
ttagtcacaa 
ttatgatgat 
acagacagaa 
gtggactgtg 



gtggccgtcg 
agcacctgac 
gagacttgat 
gcagctgctg 
atggatcaat 
aagtgccctg 
gctgatgaag 
gcgtagcttt 
ctgcaaattc 



tcctcgtctt 
ttcagatcgt 
tccttcttta 
agcatcagga 
ccatttcaca 
aagctcagtt 
gtctcctcat 
aagtgtaagt 
tgaggacctg 



tatttgtatc 60 
ttaatttgct 120 
tcaggcacaa 180 
gacaccagtg 24 0 
tcagatcttt 300 
tacacaagca 360 
gtctcatgtc 420 
tctgctgcgg 480 
ccagca 536 



<210> 150 
<211> 536 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 



<400> 150 

aagatgaaga 

cagcagagct 

tgttatccat 

gagctggagg 

gactcgtgga 

cagatggaag 

gagaaaacaa 

tctcacacag 

ctgctgcaga 



cattcagtgg 
ctgcctcctt 
gaatctctca 
aggcagtgag 
tggtaggttc 
tgaatgtgtt 
acagagtaag 
atgccaaaca 
gctggtgtct 



tgcagtcaea 
tcctgaggta 
tcatcatact 
caatgacaat 
agttcactga 
ttagtcacaa 
ttatgatgat 
acagacagaa 
gtggactgtg 



gtggccgtcg 
agcacctgac 
gagacttgat 
gcagctgctg 
atggatcaat 
aagtgccctg 
gctgatgaag 
gcgtggcttt 
ctgcaaattc 



tgetegtett 
ttcagatcgt 
tccttcttta 
aacatcagga 
ccatttcaca 
aagctcagtt 
gtctcctcat 
aagtgtaagt 
tgaggacctg 



tatttgtatc 60 
ttcatttget 120 
tcaggtacaa 180 
gacaccagtt 240 
tcagatcttt 300 
tacacaagca 360 
gtctcatgtc 420 
tctgctgcgg 480 
ccagca 536 



<210> 151 • 
<211> 542 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 



<400> 151 

aagatgaaga 

cagcagagct 

tgttatccat 

gagctggagg 

gactcgtgga 

cagatggaag 

gagaaaacaa 

tctcacacag 

ctgctgcaga 



catcagtggt 
ctgccacctt 
gaatctctca 
aggcagtgag 
tggtaggttc 
cgaatgtgtt 
gcagagtaag 
atgecataca 
gctggtgtct 



tgcagtcaea 
tcctgaggta 
tcaacatact 
caatgacaat 
agttcactca 
ttagtcaaaa 
ttatgatgat 
acagaccgaa 
gtggactgtg 



gtggccgtcg 
agcacctgac 
gagactttat 
gcagctgctg 
atggatcaaa 
aagtgacctg 
gctgatgaac 
gcgtagcttt 
ctgcaaattc 



tgetegtett 
ttcagatagc 
tccttcttta 
cgcatcagga 
ccaattcaca 
atgctcagtt 
gtgtcctcat 
aagtgtaagt 
tgaggattcc 



tatttgtatc 60 
ttcatttget 120 
tcaggtacaa 180 
gacatcagtg 24 0 
tcagatcttt 300 
tacacaagca 360 
gtctcatgtc 420 
tctgctgcgg 480 
tgctccaaca 540 



ac 



542 



<210>152 
<211>542 
<212> DNA . 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 152 

aagatgaaga • cattcagtgt ggcagtcaca gtggccgtcg tgctcgtctt tatttgtatc . 60 
cagcagagct ctgccacctt tcctgaggta agcacctgac ttcagatagc ttcatttgct 120 
tgttatccat ■• gaatct.ctca tcaacatact gagacttgat ttcttcttta tcaggtacaa 180 
gagctggagg; aggcagtgag caatgacaat gcagccgctg aacatcagga gacatcagtg 240 
gactcgtgga tggtaggttc agttcactca atggatcaaa ccaattcaca tcagatcttt 300 
cagatggaag tgaatgtgtt ttagtcacag aagtgccctg atgctcagtt tacacaagca 360 
gagaaaacaa gcagagtaag ttatgatgat gctgatgaac .gtgtcctcat gtctcatgtc 420 
tctcacacag atgccataca acagaccgaa gcgtagcttt aagtgtaagt tctgctgcgg 4 80 
ctgctgtaga gctggtgtct gtggactgtg ctgcaaattc tgaggattcc tgctccaaca 540 
ac 542 



<210> 153 ... 
<211> 542 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 153 

aagatgaaga cattcgtggt tgcagtcaca gtggccgtcg tgctcgtctt tatttgtatc 60 

cagcagagct ctgccacctt tcctgaggta agcacctgac ttcagatagc ttcatttgct 120 

tgttatccat gaatctctca tcaacatact gagacttgat tccttcttta tcaggtacaa 180 

gagctggagg aggcagtgag caatgacaat gcagccgctg aacatcagga gacatcagtg 240 

gactcgtgga tggtaggttc agttcactca atggatcaaa ccaattcaca tcagatcttt 300 

cagatggaag tgactgtgtt ttagtcacaa aagtgccctg atgctcagtt tacacaagca 360 

gagaaaacaa gcagagtaag ttatgatgat gctgatgaac gtctcctcat gtctcatgtc 420 

tctcacacag atgccataca acagacagaa gcgtagcttt aagtgtaagt tctgctgcgg 480 

ctgctgcaga gctggtgtct gtggactgtg ctgcaaattc tgaggattcc tgctccaaca 540 
ac - ^ ^ ~ 54 2 



<210> 154 
<211> 533 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 154 

aagatgaaga catcagtggt tgcagtcaca gtggccgtcg tgctcgtctt tatttgtatc 60 

cagcagagct ctgccacctt tcctgaggta agcacctgac ttcagatagc ttcatttgct 120 

tgttatccat gaatctctca tcaacatact gagactttat tccttcttta tcaggtacaa 180 

gagctggagg aggcagtgag caatgacaat gcagctgctg cacatcagga gacatcagtg 240 



gactcgtgga tggtaggttc agttcactca atggatcaaa ccaattcaca tcagatcttt 300 

cagatgaagt gactgtgttt tagtcacaaa agtgccctga tgctcagttt acacaagcag 360 

agaaaacaag c'agagtaagt tatgatgatg ctgatgaacg tgtcctcatg tctcatgtct 420 

ctcacacaga tgccatacaa cagacataag cgtagcttta agtgtaagtt ctgctgcggc 480 

tgctgcagag ctggtgtctg tggactgtgc tgcaaattct gaggattcct get ' ' " 533 



<210> 155 
<211> 541 
<212> DNA 

<213> Unknown Organism 

<220> 1 
<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like- gene 



<400> 155 

aagataagac 

agcagagctc 

gttagccttg' 

agctggagga 

acttgtggat 

agatggaagt 

agaaaaccaa 

ctcacacaga 

tgctgcagcc 

c 



attcagtgtt 
tgccaccttt 
aatctctcat 
ggcagtgagc 
ggtaggttca 
gaatgtgttt 
cacagtaagt 
tgccatacaa 
ctggtgtctg 



gcagtcacag 
cctgaggtaa 
caacatactg 
aatgacaatg 
gttcactgaa 
tagtcacaaa 
tatgatgatg 
cagacagaag 
tggactttge. 



tggccgtcgt 
gcacctgact 
agacttgatt 
cagctgetga 
tggatcaaac 
agtgccctga 
ctgatgaacg 
cgtggcttta 
tgeagattet 



getegtcttt 
teagategtt 
tcttctttat 
acatcaggag 
caattcacat 
agctcagttt 
tctcctcatg 
agtgtaagtt 
gaggattcct 



atttgtatcc 
teatttgett 
caggtacaag 
acatcagtgg 
cagatct-tt'C 
acacgagcag 
tctcatgtct 
ctgctgcggc 
gctccaacaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

541 



<210> 156 
<211> 536 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 



<400> 156 

aagatgaaga 

cagcagagct 

tgttatccat 

gagctggagg 

gactcatgga 

cagatggaag 

gagaaaacaa 

tctcacacag 

ctgetgeaga 



cattcagtgt 
ctgccacctt 
gaatotctca 
aggcagtgag 
tggtaggttc 
tgactgtgtt 
gcagagtaag 
atgecataca 
gctggtgtct 



tgeagtcgea 
tcctgaggta 
tcaacatact 
caatgacaat 
agttcactca 
ttagtcacaa 
ttatgatgat 
acagacagaa 
gtggactgtg 



gtggccgtcg 
agcacctgac 
gagactttat 
geagctgetg 
atggatcaaa 
aagtgccctg 
gctgatgaac 
gcgtggcttt 
ctgeaaatte 



tgetcatett 
ttcagatagt 
tccttcttta 
aac.atcagga 
ccaattcaca 
atgctcagtt 
gtgtcctcat 
aagtgtaagt 
tgaggacctg 



tatttgtatc 
ttcatttget 
tcaggtacaa 
gacatcattg 
tcagatcttt 
tacacaagca 
gtctcatgtc 
tetgetgegg 
ccagca 



60 

120 

180 

240 

300 

360 

4 20 

480 

536 



<210> 157 
<211> 536 
<212> DNA 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 



<400> 157 

aagatgaaga cattcagtgt tgcagtcaca gtggccgtcg tgetegtett tatttgtatc 60 



cagcagagct ctgccacctt tcctgaggta agcacctgac ttcagatagt ttcatttgct 120 
tgttatccat gaatctctca tcaacatact gagactttat tccttcttta tcaggtacaa 180 
gagctggagg aggcagtgag caatgacaat gcagctgctg. aacatcagga gacatcattg 240 
gactcatgga tggtaggttc agttcactca atggatcaaa ccaattcaca tcagatcttt 300 
cagatggaag tgaatgtgtt ttagtcacaa aagtgccctg atgctcagtt tacacaagca 360 
gagaaaacaa . gcagagtaag ttatgatgat gctgatgaac gtgtcctcat gtctcatgtc 420 
tctcacacag atgccataca acagacataa gcgtagcttt aagtgtaagt tctgctgcgg 480 
ctgctgcaga , gctggtgtct gtggactgtg ctgcaaattc tgaggacctg ccagca . 536 

<210> 158 
<211> 535 
<212> DNA 

<213> Unknown Organism 
<220> . 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 158 . 

agatgaagac attcagtgtt gcagtcacag tggccgtcgt gctcgtcttt atttgtatcc 60 
agcagagctc tgccaccttt cctgaggtaa gcacctgact tcagatagtt tcatttgctt 120 
gttatccatg aatctctcat caacatactg agacttgatt tcttctttat caggtacaag 180 
agctggggga ggcagtgagc aatgacaatg cagccgctga acatcaggag acatcagtgg 240 
actcgtggat ggtaggttca gttcactcaa tggatcaaac caattcacat cagatctttc 300 
agatggaagt gaatgtgttt tagtcacaaa agtgccctga tgctcagttt acacaagcag 360 
agaaaacaag cagagtaagt tatgatgatg ctgatgaacg tgtcctcatg tctcatgtct 420 
ctcacacaga tgccatacaa cagaccgaag cgtagcttta agtgtaagtt ctgctgcgg.c 480 
tgctgcagag ctggtgtctg tggactgtgc tgcaaattct gaggacctgc cagca 535 

<210> 159 
<211> 277.. 

<212> DNA ,. 
<213> Unknown Organism 

<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 159 . 

aagatgaaga cattcagtgt tgcagtcaca gtggccgtcg tgctcatctt tatttgtatc 60 
cagcagagct ctgccacctc tcctgaggta caagggctgg aggaggcagt gagcaatgac 120 
aatgcagctg ctgaacatca ggagacatca gtggactcgt ggatgatgcc atacaacaga 180 
cagaagcgtg gctttaagtg. taagttctgc tgcggctgct gcaggcctgg tgtctgtgga 24 0 
ctttgctgca gatcctgagg attcctgctc caacaac 277 

<210> 160 
<211> 542 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 160 

aagatgaaga cattcagtgt tgcagtcaca gtggccgtcg tgctcgtctt tatttgtatc 60 

cagcagagct ctgccacctt tcctgaggta agcacctgac ttcagatcgt ttcatttgct 120 

tgttagcctt gaatctctca tcaacatact gagacttgat ttcttcttta tcaggtacaa 180 



gagctggagg 
gacttgtgga 
cagatggaag 
gagaaaacca 
tctcacacag 
ctgctgcaga 
ac 



aggcagtgag 
tggtaggttc 
tgaatgtgtt 
acacagtaag 
atgccataca 
cctggtgtct 



caatgacaat 
agttcactga 
ttagtcacaa 
ttatgatgat 
acagacagaa 
gtggactttg 



gcagctgctg 
atggatcaaa 
aagtgccctg 
gctgatgaac 
gcgtggcttt 
ctgcagattc 



aacatcagga 
ccaattcaca 
aagctcagtt 
gtctcctcat 
aagtgtaagt 
tgaggattcc 



gacatcagtg 240 
tcagatcttt 300 
tacacgagca 360 
gtctcatgtc 420 
tctgctgcg'g 4 80 
tgctccaaca 54 0 
542 



<210> 161 
<211> 539 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 161 

aagatgaaga cattcagtgt tgcagtcaca gtggccgtcg tgctcgtctt tatttgtatc 60 
cagcagagct ctgccacctt Lcctgaggta agcacctgac ttcagatcgt ttcatttgct 120 
tgttagcctt gaatctctca tcaacatact gagacttgat ttcttcttta tcaggtacaa 180 
gagctggagg aggcagtgag caatgacaat gcagctgctg aacatcagga gacatcagtg 240 
gacttgtgga tggtaggttc agttcactga atggatcaaa ccaattcaca tcagatcttt 300 
cagatggaag tgaatgtgtt ttagtcacaa aagtgccctg aagctcagtt tacacgagca 360 
gagaaaacca acacagtaag ttatgatgat. gctgatgaac gtctcctcat gtctcatgtc 420 
tctcacacag atgccataca acagacagaa gcgtggcttt aagtgtaagt tctgctgcgg 480 
ctgctgcagt cctggtgtct gtggactttg ctgcagattc tgaggattcc tgctccaac 539 

<210> 162 * .-. 
<211> 536 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 162 

aagatgaaga cattcagtgt tgcagtcaca gtggccgtcg tgctcgtctt tatttgtatc 60 
cagcagagct ctgccacctt tcctgaggta agcacctgac ttcagatcgt ttcatttgct 120 
tgttagcctt gaatctctca tcaacatact gagacttgat ttcttcttta tcaggtacaa ISO 
gagctggagg aggcagtgag caatgacaat gcagctgctg aacatcagga gacatcagtg 24 0 
gactcgtgga tggtaggttc agttcactga atggatcaaa ccaattcaca tcagatcctt 300 
cagatggaag tgaatgtgtt ttagtcacaa aagtgccctg aagctcagtt tacacgagca 360 
gagaaaacaa acacagtaag ttatgatgat gctgatgaac gtctcctcat gtctcatgtc 420 
tctcacacag atgccataca acagacagaa gcgtggcttt aagtgtaagt tctgctgcgg 480 
ctgctgcagt cctggtgtct gtggactttg ctgcaaattc tgaggacctg ccagca 536 

<210> 163 
<211> 536 
<212> DNA 

<21*3> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 



<400> 163 



aagatgaaga cattcagtgt tgcagtcaca gtggccgtcg tgctcgtctt tatttgtatc 60 

cagcagagct ctgccacctt tcctgaggta agcacctgac ttcagatcgt ttcatttgct 120 

tgttagcctt gaatctctca tcaacatact gagacttgat ttcttcttta tcaggtacaa 180 

gagctggagg aggcagtgag caatgacaat gcagctgctg aacatcagga gacatcagtg 240 

gactcgtgga tggtaggttc agttcactga atggatcaaa ccaattcaca tcagatcttt 300 

cagatggaag . tgaatgtgtt ttagtcacaa aagtgccctg aagctcagtt tacacgagca 360 

gagaaaacaa acacagtaag ttatgatgat gctgatgaac gtctcctcat gtctcatgtc 420 

tctcacacag . atgccataca acagacagaa gcgtggcttt aagtgtaagt tctgctgcgg. 480 

ctgctgcaga cctggtgtct gtggactttg ctgcaaattc tgaggacctg ccagca 536 

<210> 164 
<211> 271 
<212> DNA ' 

<213> Unknown Organism . 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 164 

aagatgaaga cattcagtgt tgcagtcaca gtggccgtcg tgctcgtctt tatttgtatc 60 

cagcagagct ctgccacctt tcctgaggta caagagctgg aggaggcagt gagcaatgac 120 

aatgcagctg ctgaacatca ggagacatca gtggactcgt ggatgatgcc atacaacaga 180 

cagaagcgtg gctttaagtg taagttctgc tgcggctgct gcagacctgg tgtctgtgga 240 

ctttgctgca aattctgagg acctgccagc a 271 

<210> 165 
<211> 277 
<212> DNA 
• <213> Unknown Organism . 

<220> 

<223> Description of. Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 165 

aagatgaaga cattcagtgt tgcagtcaca gtggccgtcg tgctcgtctt tatttgtatc' 60' 

cagcagagct ctgccacctt tcctgaggta caagagctgg aggaggcagt gagcaatgac 120 

aatgcagctg ctgaacatca ggagacatca gtggactcgt ggatgatgcc atacaacaga 180 

cagaagcgtg gctttaagtg taagttctgc tgcggctgct gcaggcctgg tgtctgtgga 240 

ctttgctgca gattctgagg attcctgctc caacaac 277 

<210> 166 
<211> 499 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 166 

aagatgaaga cattcagtgt tgcagtcaca gtggccgtcg tgctcgtctt cattt.gtatc 60 
cagcagagct ctgccacctt tcctgaggta agcacctgac ttcagatcgt ttcatttgct 120 
tgttagcctt gaatctctca tcaacatact gagacttgat ttcttcttta tcaggtacaa 180 
gagctggagg aggcagtgag cagtgacaat gcagctgctg aacatcagga gacatcagtg 240 
gactcgtgga tggtaggttc agttcactga atgtgtttta gtcacaaaag tgccctgaag 300 
ctcagtttac acaagcagag aaaacaaaca gagtaagtta tgatgatgct gatgaacgtc 360 



tcctcatgtc tcatgtctct cacacagatg ccatacaaca gacagaagcg tagctttaag 420 
tgcaagttct gctgcggctg ctgcagacgt ggtgtctgtg gactgtgctg caaattctga 4 80 
ggattcctgc tccaacaac 4 99 



<210> 167 
<2'll> 549 

<212> DNA , 
<213> Unknown Organism 

<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 167 \ 

aagatgaaga ctatcagtgt tgcagtcaca gtggccgtcg tgctcctctt catttgtacc 60 

cagcagagct ctgccacctt tcctgaggta agcacctgac ttcagatcgt ttcatttgct 120 

tgttagcctt gaatctctca tcaacatact gagacttgat ttcttcttta tcaggtacaa 180 

gagctggagg aggcagtgag cagtgacaat gcggctgctg aacatcagga gacatcagtg 240 

gactcgtgga tggtaggttc agttcactga atggatcaaa ccaattcaca tcagatcttt 300 

cagatggaag tgaatgtgtt ttagtcacaa aagtgccctg aagctcagtt tacacaagca 360 

gagaaaacaa acacagtaag ttatgatgat gctgatgaac gtctcctcat gtctcatgtc 420 

tcatgtctct cacacagatg ccatacaaca gacagaagcg tggctttaag tgcaagttct 480 

gctgcggctg ccgctgtggt gctctctgtg gactgtgctg caaattctga ggattcctgc 54 0 
tccaacaac 54 9 



<210> 168 
<211> 543 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 168 

aagatgaaga cattcagtgt tgcagtcaca gtggccgtcg tgctcgtctt catttgtatc 60 

cagcagagct ctgccacctt tcctgaggta agcacctgac ttcagatcgt ttcatttgct 120 

tgttagcctt gaatctctca tcaacgtact gagacttgat ttcttcttta tcaggtacaa 180 

gagctggagg agccagtgag cagtgacaat gcagctgctg aacatcagga gacatcggtg 240 

gactcgtgga tggtaggttc agttcactga. atggatcaaa ccaattcaca tcagatcttt 300 

cagatggaag tgaatgtgtt ttagtcacaa aagtgccctg aagctcagtt tacacaagca 360 

gagaaaacaa acacagtaag ttatgatgat gctgatgaac gtctcctcat gtctcatgtc 420 

tcatgtctct cacacagatg ccatacaaca gacagaagcg tggctttaag tgcaagttct 480 

gctgcggctg ccgctgtggt gctctctgtg gactgtgctg caaattctga ggacctgcca 540 
gca 54 3 



169 

542 • 

DNA , 
Unknown Organism 

<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 169 

aagatgaaga cattcagtgt tgcagtcaca gtggccgtcg tgctcgtctt tatttgttcc 60 
agcagagctc tgccaccttt cctgaggtaa gcacctgact tcagatcgtt tcatttgctt 120 



gttagccttg aatctctcat caacatactg agacttgatt tcttctttat caggtacaag 180 
agctggagga ggcagtgagc agtgacaatg cagctgctga acatcaggag acatcagtgg 240 
actcgtggat ggtaggttca gttccctgaa tggatcaaac. caattcacat cagatctttc 300 
agatggaagt gaatgtgttt tagtcacaaa agtgccctga agctcagttt acacaagcag 360 
agaaaacaaa cacagtaagt tatgatgatg ctgatgaaca tctcctcatg tctcatgtct 420 
catgtctctc acacagatgc catacaacag acagaagcgt ggctttaagt gcaagttctg 480 
ctgcggctgc cgctgtggtg ctctctgtgg actgtgctgc aaattctgag gacctgccag 540. 
ca , . 542 



<210> 170 
<211> 655 
<212> DNA 

<213> Unknown Organism 
<220> . 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 170 

acgagctgac aggagctgac aggagtcacc agcagagtca aagaactaaa caacttaact 60 
cagtcaaact ctcaaagatg aagacattca gtgttgcagt cacagtggcc gtcgtgctcg 120 
tctttatttg tatccagcag agctctgcca cctttcctga ggtacaagag ctggaggagg 180 
cagtgagcaa. tgacaatgca gctgctgagc atcaggagac accagtggac tcagggatga 240 
tgccaaacaa cagacagaag cgcagcgccg attgttggcc atgttgcaat caaaatggct 300 
gtggaacttg ctgcaaggtc taaacagact cttgggcaga tcaatccagg ttcgtctttc 360 
gttgtctctc cgtggagtcg aaccagagac cttctcagcc catagtccaa gtttctgcca 420 
ctagaccacc gcctctccct catcaaatac tcaatgtttt tcattttgtc ttaaagttca 480 
ttgaactata aacatatttc tggtagagca tgtgatagtt taatggtgtt actcattggt 540 
tcatggtata gtcagatgtt cagagatgtg attatatcat ccacatattt tctctgttaa 600 
ggtgtactgt caataaatgt caatgctcct ttgaaaaaaa aaaaaaaaaa aaaac 655 

<210> 171 
<211> 510 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

<400> 171 

cgtgctcgtc tttatt.tgta tccagcagag ctctgccacc tttcctgagg tgagctcctg 60 
acttcagatc gtttcattta. gcttgttatc catgaatctc tcatcaacat actgagactt 120 
gaatccttct ttatcaggta caggagctgg aggaggcagt gagcaatgac. aatgcagctg 180 
ctgaacatca ggagacatca gtggactcat ggatggtatg ttcagttcac tgaatggatc 240 
aaaccaattc acatcagatc tttcagatgg aagtgaattt gtttt.agtcc caaaagtgcc 300 
ctgaagctca gtttacacaa gcagagaaaa acaaaacaca gtaagttatg atgatgctga 360 
tgaacgtctc ctcatgtctc atgtctctca cacagatgcc atacaacaga cagaagcgca 420 
gcgccgagtg tagcttctgc tgcaatgaat ctggctgtgg aatttgctgc aaattctgag 480 
gattcctgct ccaacaacaa gggcgaattc 510 



<210> 172 
<211> 530 
<212> DNA 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: Nucleotide 



sequence for hepcidin-like gene 



<400> 172 

aagatgaaga 

cagcagagct 

ttgttatcca 

ggagctggag 

ggactcatgg 

tcagatggaa 

agagaaaaac 

gtctctcaca 

caatgaatct 



cattcagtgt 
ctgccacctt 
tgaatc'tctc 
gaggcagtga 
atggtatgtt 
gtgaatttgt 
aaaacacagt 
cagatgccat 
ggctgtggaa 



tgcagtcaca 
tcctgaggtg 
atcaacatac 
gcaatgacaa 
cagttcactg 
tttagtccca 
aagttatgat 
acaacagaca 
tttgctgcaa 



gtggccgtcg 
agctcctgac 
tgagacttga 
tgcagctgct 
aatggatcaa 
aaagtgccct 
gatgctgatg 
gaagcgcagc 
attctgagga 



tgctcgtctt 
ttcagatcgt 
atecttcttt 
gaacatcagg 
accaattcac 
gaagctcagt 
aacgtctcct 
gccgagtgta 
cctgccagca 



tatttgtatc 60 
ttcatttagc 120 
atcaggtaca 180 
agacatcagt 240 
atcagatctt 300 
ttacacaagc 360 
catgtctcat .420 
gcttctgctg 480 
530 



<210> 173 
<211> 348 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 



<400> 173 

gtggaggagc 

ggaagtgtat 

aacgaa'caca 

gaaaacaaac 

tcacacagat 

ataatggctg 



cagtgagcag 
gtgttttagt 
gtgtgtttta 
acagtaagtt 
gccaaacaac 
tggaacgtgc 



tgagaatgga 
cacatgagtg 
ttctgcttgt 
atgatgatgc 
agacagaagc 
tgcgaagtct 



gcaaatgaac 
gctcgaagct 
gtaaactgag 
tgatgaacgt 
gtggctctaa 
gaggattcct 



acacataaga 
cagtacacac 
cttcagttta 
ctcctcatgt 
ttgcaaacca 
gctccaca 



tctttcggat 60 
. gagcagagag 120 
. cacaagcaga 180 
ctcatatctc 240 
tgctgcaatc 300 
.34 8 



<210> 174 
<211> -88 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 174 

Met Lys Thr Phe Ser Val Ala Val Ala Val Val Val Val Leu Ala Cys 
1 5 10 . 15 

Met Phe lie Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr 
20 . 25 30 

Glu Glu Val Glu 'Ser lie Asp Ser Pro Val Gly Glu His Gin Gin Pro 
35 4 0 ^ 4 5 

Gly Gly Thr Ser Met Asn Leu Pro Met His Phe Arg Phe Lys Arg Gin 
50 55 60 



Ser His Leu Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys His Asn Lys 
65- 70 7 5 . 80 



Gly Cys Gly Phe Cys Cys Lys Phe 
85 



<210> 175 
<211> 88 . 
<212> PRT 

<213> Unknown Organism 
<220> . 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence ^ 

<400> 175. 

Met Lys Thr Phe Ser'Val Ala Val Ala Val Val Val Val Leu Ala Cys 
1 5 .10 15 

Met Phe lie Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr 
20 25 30 

Glu Glu Val Glu Ser lie Asp Ser Pro Val Gly Glu His Gin Gin Pro 
35 40 45 

Gly Gly Thr Ser Met Asn Leu Pro Met His Phe ,Arg Phe Lys Arg Gin 

-50 55 60 

Ser His Leu Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys His Asn Lys 

65 70 ' . 75 80 

Gly Cys Gly Phe Cys Cys Lys Phe 
85 



<210> 176 
<211> 86 
<212> PRT 

•<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 176 

Met Lys Ala Phe Ser Val Ala Val Val Leu Val He Ala Cys Met Phe 
1 5 10 15 

He Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg. Thr Glu -Glu 
20 25 .30 

Val Gly Ser Phe Asp Ser Pro Val Gly Glu His Gin Gin. Pro Gly Gly 
35 40 4 5 

Glu Ser Met His Leu Pro Glu Pro Phe Arg Phe Lys Arg Gin He His 
50 55 60 

Leu Ser Leu Cys Gly Leu Cys Cys Asn Cys Cys His Asn He Gly Cys 
65 . 70 75 80 

Gly Phe Cys Cys Lys Phe 
85 



<210> 177 
<211> 58 
<212> PRT 



<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 177 

Arg Thr Glu Glu Val Glu Ser lie Asp Ser Pro Val Gly Glu His Gin 
1 5 . ,10 15 

Gin Pro Gly Gly Thr Ser Met Asn Leu Pro Met His Phe Arg Phe Lys 

20 .25 .30 . 

Arg Gin Ser . His Leu Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys His 
35 40 4 5. 

Asn Lys Gly Cys Gly Phe Cys Cys Lys Phe 
50 55 



<210> 178 
<211> 86 
<212> PRT 

<213> Unknown Organism 
<220> . 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 178 

Met Lys Thr Phe Ser Val Ala Val Val Pro Val lie Ala Cys Met Phe 
1 5 10 15 

lie Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr Glu Glu 
20 25 30 

Val Gly Ser Phe Asp Ser Pro Val Gly Glu His Gin Gin Pro Gly Gly 
35 40 45. 

Thr Ser Met Asn Leu Pro Met His Phe Arg Phe Lys Arg Gin Ser His 

50 • 55 " 60 

Leu Ser Leu Cys Arg Trp Cys Phe Asn Cys Cys His Asn Lys Gly Cys 
65 70 75 - 80 

Gly Phe Cys Cys Lys Phe 
8 5 



<210> 179 
<211> 86 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin. peptide 
sequence 

<400> 179 

Met Lys Gin Phe Ser Val Ala. Val Val Leu Val Met Ala Cys Met Phe 
1 5 10 .15 



lie Val Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr Glu Glu 

20 ' ' ' 25 30 



Val Gly Ser Leu Asp Ser Pro Val Gly Glu His Gin Gin Pro Gly Gly 
35 4 0 4 5 . 

Glu Ser" Met His Leu Pro Glu Pro Phe Arg Phe Lys Arg Gin lie His 
"50 ' 55 60 

Leu Ser Leu Cys Gly Leu Cys Cys Asn Cys Cys His Asn lie Gly Cys 
65 70 75 80 

Gly Phe Cys Cys Lys' Phe 
85 



<210> 180 
<211> 90 
<212> PRT 

<213> Unknown Organism 
<220> . 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 180 

Met Lys Ala ; Phe Ser lie Ala Val Ala Val Thr Leu Val Leu Ala Phe 
1 5 10 15 

Val Cys lie Gin Cys Ser Ser Ala Val Pro Phe Gin Gly Val Gin Glu 
20 25 . 30 

Leu Glu Glu Ala Gly Gly Asn Asp Thr Pro Val Ala Glu His Gin Val 
35 40 4 5 

Met Ser Met Glu Ser Trp Met Glu Asn Pro Thr Arg Gin Lys Arg His 
50 55 60 

lie Ser His lie Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys Lys Ala 
65 70 75 • 80 

Asn Lys Gly Cys Gly Phe Cys Cys Lys Phe. 

85 90 



<210> 181 - 
<211> 89 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 181 

Met Lys Thr Phe Ser Val Ala Val Ala Val Thr Leu Val Leu Ala Phe 
1 5 10 15 



Val Cys lie Gin Asp Ser Ser Ala Val Pro Phe Gin Gly Val Gin Glu 
20 25 30 



Leu Glu Glu Ala Gly Gly Asn Asp Thr Pro Val Ala Ala His Gin Met 
35 .40 45 



Met Ser Met Glu Ser Trp Met Glu Ser Pro Val Arg Glri Lys Arg His 
50 55 60 

lie Ser His lie Ser Met Cys Arg Trp Cys Cys Asn Cys Cys Lys Ala 
65 70 75 ~ 80 

Lys Gly Cys Gly Pro Cys Cys Lys Phe 
85 



<210> 182 
<211> 84 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 182 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 . 15 

lie Cys lie Gin Gin Ser. Ser Gly Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Ala Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu' 
65 70 75 80 

Cys Cys Lys Phe 



<210> 183 
<211> 84 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 183 * 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Ser Phe Pro Glu Ala Gin Glu Leu 
20 . 25 30 



Glu Glu Ala Val Ser Asn Asp. Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 .45 



Pro Val Asp Ser Trp Met Met Pro Tyr Ash Arg Gin Lys Arg Ser Phe 
50 55 60 



Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu" 
65 70 75 1 80 

Cys Cys Lys Phe 



<210> 184 
<211> 84 
<212> PRT 1 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 184 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 . 15 

lie Cys lie Gin Gin Ser Ser Ala Ser Phe Pro Glu Ala Gin Glu Leu 

20 25^ .30 

Glu Glu Ala. Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 4 0 4 5 

Pro Val Asp Ser Trp Met Met Pro Asn Asn Arg Gin Lys Arg Gly. Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
.65 .70 75 80 

Cys Cys Lys Phe 



<210> 185 

<211> 58 

<212> PRT . 

<213> Unknown Organism 

<220> 

<223> Description of Unknown Organism:. Hepcidin peptide 
sequence ' 

<400> 185 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Met Pro Tyr Asn 
20 25 30 

Arg Gin Lys Arg Gly Phe Lys Cys Lys Phe Cys Cys Gly Cys Cys Gly 
35 40 45 



Ala Gly Val Cys Gly Met Cys Cys Lys. Phe 
50 55 



<210> 186 
<211> 83 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 186 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala. Val Val . Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Ser Phe Pro Glu Ala Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45. 

Pro Val Asp Ser Arg lie Pro Tyr Asn Arg Gin Lys Arg Ser Phe Lys 
: 50 55 60 

Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu ■ Cys 
65 . 70 75 80 

Cys Lys Phe 



<210> 187 
<211> 84 
<212> PRT . 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 187 

Met Lys Thr Cys Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5. 10 15 

lie Cys lie Gin Gin Ser Ser Ala Ser Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 4 0 4 5 

Pro Val Asp Ser Trp Met. Met Pro Asn Asn Arg Gin Lys Arg Gly Phe 
50 '55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 7 0 75 80 

Cys Cys Lys Phe 



<210> 188 



<211> 
<212> 
<213> 



84 

PRT . 

Unknown Organism 



<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 188 

Met Lys Thr He Ser ValAla Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 . 15 

He Cys lie Gin Gin Ser Ser Ala Ser Phe Pro Glu Ala Gin Glu .Leu 
20 25 : 30 

Glu Glu Ala Val Ser Asa Asp Asn Ala Ala Ala Glu His Gin Glu. Thr 
35. 40 45 

Pro Val Asp Ser Gly Met He Pro Tyr Asn Arg Gin Lys Arg Ser Phe 
50 55 . . 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 .70 . 75 80 

Cys Cys Lys Phe 



<210> 189 
<211> 84 
<212> PRT 

<213> Unknown Organism . 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 189 

Met Lys Thr Phe Ser Gly Ala Val Thr Val Ala Val Val Leu Val Phe 
- 1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Ser Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 

35 40 45. 

Pro Val Asp Ser Trp Met Met Pro Asn Asn Arg Gin Lys Arg Gly Phe 
50 55 60 ^ 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 70 75 ' 80 

Cys Cys Lys Phe 



<210> 190 
<211> 84 
<212> PRT 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence ■ 

<400> 190 

Met Lys Thr Ser Val Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 , 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu. 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala. Ala His ..Gin Glu Thr 
35 . 40 45 

Ser Val Asp Ser. Trp Met Met Pro Tyr Asn Arg Pro Lys Arg Ser Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 . 70 . 75 80 

Cys Cys Lys Phe 



<210> 1:91 
<211> 84 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 191 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 .5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Pro Lys Arg Ser Phe 
50 .55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu. 
65 70 ' 75 80 

Cys Cys Lys Phe 



<210> 192 
<211> 84 
<212> PRT 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: Hepcidin peptide 



sequence 



<400> 192 ■ 

Met Lys Thr Phe Val Val Ala Val Thr Val AlaVal Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

,20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 

• 35 40 - 45. 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Ser Phe 
50 55 ■ 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu. 
65 70 75 80 

Cys Cys Lys Phe 



<210> 193 
<211> 84 . 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 193 

Met Lys Thr Ser Val Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 .25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Ala His Gin Glu Thr 
35 40 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Ser Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 70 75 . 80 

Cys Cys Lys Phe . 



<210> 194 
<211> 84 • 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 



<400> 194 



Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys. lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

20 25 ■ 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 . 

Ser Val Asp Leu Trp Met Met Pro. Tyr Asn Arg Gin Lys. Arg Gly Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Gys Cys Ser Pro. Gly Val ..Cys Gly Leu 
65 70 ~ 75 . 80 

Cys Cys Arg Phe 



<210> 195 

. <211> 84 .* ■ , 

<212> PRT 

' <213> ' Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepeidin peptide 
sequence 

<400> 195 

Met Lys Thr Phe Ser Val Ala Val Ala Val Ala Val Val Leu He Phe 
1 5 .10 15 

He Cys He Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

.20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser Leu Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 70 ~ 75 - ^ ~ 80 

Cys Cys Lys Phe 



<210> 196 
<211> 84 
<212> PRT ■ 

<213> Unknown Organism ... 
<220> 

<223> Description of Unknown Organism: Hepeidin peptide 
sequence 



<4.00> 196 

Met Lys Thr Phe Ser Val Ala Val' Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 



lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 



Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser Leu Asp Ser Trp Met Met Pro Tyr Asn Arg His Lys Arg Ser Phe 
50 , 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 .70 75 80 

Cys Cys Lys Phe 



<210> 197 
<211> 84 

<212> PRT . 
<213> Unknown Organism 

<220> • 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 197 

Met Lys Thr Phe Ser Val. Ala Val Thr Val Ala Val Val Leu Val Phe 
1 .5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Gly Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Pro Lys Arg Ser Phe 
50 . 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 70 75 " 80 

Cys Cys Lys Phe 



<210> 198 
<211> 84 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 198 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu lie Phe 
1 5 10 15 



lie Cys lie Gin Gin' Ser Ser Ala Thr Ser Pro Glu Val Gin Gly Leu 
20 25 30 



Glu .Glu Ala .Val .Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 

35 40 45 

Ser Val Asp Ser- Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 

50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 

65 70 75 ... . 80 

Cys Cys Arg Ser. 



<210> 199 
<211> 84 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 199 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn" Ala Ala Ala Glu His Gin Glu Thr 
35 .40 45 

Ser Val Asp Leu Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 • 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 .70 75 - 80 

Cys Cys Arg Phe 



<210> 200 
<211> 84 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<4 00> 200 

Met Lys Thr Phe. Ser Val Ala Val Thr Val' Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 



Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 



Ser Val Asp Leu Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 . 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Ser Pro Gly Val Cys Gly Leu 
65 7 0 75 " 80 

Cys Cys Arg Phe 



<210> 2.01 
<211> 84 
<212> PRT 

<213> Unknown Organism 
<220> . 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 201 

Met Lys Thr Phe Ser Val Ala Val. Thr Val Ala Val Val Leu Val Phe 
1 5 10 .15 

lie Cys lie Gin Gin- Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn. Asp Asn Ala Ala Ala Glu His . Gin Glu Thr 

35 . : 4 0 4 5 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Ser Pro Gly Val Cys Gly Leu 
65 70 75 , 80 

Cys Cys Lys Phe 



<210> 202 
<211> 84 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 202 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 -5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

20 . 25 -30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 4 0 4 5 



Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg ' Gin Lys Arg. Gly Phe 
50 55 60 



Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leii 
65 70 75 80 



Cys Cys Lys Phe 



<210> 203 , . 

<211> 84 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence * • 

<400> 203 

Met Lys Thr Phe Ser Val Ala Val' Thr Val Ala Val Val Leu Val Phe 
1 5 .10 15 

.lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 

35 40 • 45- 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys- Arg Gly Phe 
50 ' 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 70 75 80 

Cys Cys Lys Phe 



<210> 204 
<211> 84 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence . 

<400> 204 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val. Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 

35 40 ... 45 

Ser. Val Asp Ser Trp Met. Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 60 



Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 70 75 " 80 



Cys Cys Arg Phe 



<210> 205 
<211> 84 
<212> PRT 

<213> UnknQwn Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 205 • 

Met Lys Thr Phe Ser Val. Ala Val Thr Val Ala Valval Leu Val Phe 
1 .5 10 15". 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Ser Asp Asn. Ala Ala Ala Glu His Gin Glu Thr 
. 35 40 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Ser Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys . Gly Cys Cys Arg Arg Gly Val . Cys Gly Leu 
65 70 75 ' 80 

Cys Cys Lys Phe 



<210> 206 . ... 

<211> 84 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 206 

Met Lys Thr lie Ser Val Ala Val Thr Val Ala Val Val Leu Leu Phe 
1 5 10 15 

lie Cys Thr Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Ser Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 . 40 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Arg Cys Gly Ala Leu Cys Gly Leu 
65 70 75 80 



Cys Cys Lys Phe 



<210> 207 
<211> 84 
<212> PRT ' 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 207 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu. Val Phe 
1 .5 - 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro . Glu Val Gin Glu Leu 
20 25 . 30 

Glu Glu Pro Val Ser Ser Asp Asn Ala Ala Ala . Glu His Gin Glu Thr 
35 40 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg -Gin Lys Arg Gly Phe 

50 55 ■ 60 

Lys Cys Lys Phe Cys Cys Gly Cys Arg Cys Gly Ala Leu Cys Gly Leu 
65 70 75 80 

Cys Cys Lys Phe 



<210> 208 
<211> 84 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 208 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 . .5 10 15 

lie. Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

20 25 . 30 

Glu Glu Ala Val Ser Ser Asp Asn Ala Ala Ala Glu His Gin Glu Thr 

35 40 . 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 ~ 60 

Lys Cys Lys Phe . Cys Cys Gly Cys Arg Cys Gly Ala Leu Cys Gly Leu 
65 70 . . 75 80 

Cys. Cys Lys Phe - 



<210>- 209 
<211> 81 



<212> PRT 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
. sequence 

<400> 209 , 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 

15 .10 .15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 4 0 4 5 . 

Pro Val Asp Ser Gly Met Met Pro Asn Asn Arg Gin Lys Arg Ser Ala 
50 55 60 

Asp Cys Trp Pro Cys Cys Asn Gin Asn Gly Cys Gly Thr Cys Cys Lys 
65 70 75 80 

Val 



<210> 210 
<211> 81 . 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 210 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 "25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Ser Ala 
50 55 60 

Glu Cys Ser Phe Cys Cys Asn Glu Ser Gly Cys Gly lie Cys Cys Lys 
65 " 70 . 75 80 

Phe • 



<210> 211 
<211> 81 
<212> PRT 

<213> Unknown Organism 



<220> - 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> .211 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 '5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

20 25 • 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 

35 . ■ 40 4 5'.. 

Ser Val Asp Ser Trp Met Met Pro T.yr Asn Arg Gin Lys Arg Ser Ala 
50 .55 60 

Glu Cys Ser Phe Cys Cys Asn Glu Ser Gly. Cys Gly lie Cys Cys Lys 
. 65 70 75 80 

.Phe 



<210> 212 
<211> 88 

<212> PRT • 

<213> Hippoglossus. hippoglossus 

<400> 212 . - 

Met Lys Thr Phe Ser Val Ala Val Ala Val Val Val Val Leu Ala Cys 
1 5 ■ 10 .15 

Met Phe lie Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr 
20 25 30 

Glu Glu Val Glu Ser lie Asp Ser Pro Val Gly Glu His Gin <51n Pro 
35 40 45 

Gly Gly Thr Ser Met Asn Leu Pro Met His Phe Arg Phe Lys Arg Gin 
. 50 55 60 

Ser His Leu Ser Leu. Cys Arg Trp Cys Cys Asn Cys Cys His Asn Lys 
65 70 75 - 80 

Gly Cys Gly Phe Cys Cys Lys Phe 
85 



<210> 213 

<211> 88 

<212> PRT 

<213> Salmo salar 

<400> 213 ' 

Met. Lys Thr Phe Ser Val. Ala Val Ala Val Val Val Val Leu Ala Cys 
1 5 10 15 



Met Phe He 



Leu Glu 
20 



Ser 



Thr Ala Val Pro Phe Ser Glu Val Arg Thr 
25 30 



Glu Glu Val Glu Ser lie' Asp Ser Pro Val Gly Glu His Gin Gin Pro 
35 40 • 45 



Gly Gly Thr Ser Met Asn Leu Pro Met His Phe Arg Phe Lys Arg Gin 

50 -. 55 60 

Ser His Leu Ser Leu Cys Arg Trp Cys Cys Asn CysCys His Asn Lys 
65 , 70 . . 75 80 

Gly Cys Gly Phe Cys Cys Lys Phe . 

85- 



<210> 214 1 

<211> 86 

<212> PRT 

<213> Salmo. salar 

<400> 214. 

Met Lys Ala Phe Ser Val Ala Val Val Leu Val .lie Ala Cys Met Phe 
1 5 10 15 

lie Leu Glu Ser . Thr Ala Val Pro Phe Ser Glu Val Arg Thr Glu Glu 

. 20 ' 25 30 

Val Gly Ser Phe Asp Ser Pro Val Gly. Glu His Gin Gin Pro Gly Gly 
35 • - 40 45. 

Glu Ser Met His. Leu Pro Glu Pro Phe Arg Phe Lys Arg Gin lie His 
50 55 60 

Leu Ser Leu Cys Gly Leu Cys Cys Asn Cys Cys His Asn lie Gly Cys 
65 70 75 80 

Gly Phe Cys Cys Lys Phe 
85 



<210> 215 

<211> 58 

<212> PRT 

<213> Salmo salar 

<400> 215 

Arg Thr Glu Glu Val Glu Ser lie Asp Ser Pro Val Gly Glu His Gin 
1 5 10 15 

Gin Pro Gly Gly Thr Ser Met Asn Leu Pro Met His Phe Arg Phe Lys 

20 25 '30 

Arg Gin Ser His Leu Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys His 
35 40 45 

Asn Lys Gly Cys Gly Phe Cys Cys Lys Phe 
50 55 



<210> 216 

<211> 86 

<212> PRT 

<213> Salmo salar 



<400> 216 

Met Lys Thr Phe Ser Val Ala Val Val Pro Val He Ala Cys Met Phe 
1 5 10 15 

He Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr Glu Glu 
20 25 30 

Val Gly Ser Phe Asp Ser Pro Val Gly Glu His Gin Gin Pro Gly Gly 

35 40 ... 45 " 

Thr Ser Met Asn Leu Pro Met His Phe Arg Phe Lys Arg Gin . Ser His 
50 55 60 

Leu Ser Leu Cys Arg Trp Cys Phe Asn Cys Cys, His Asn Lys Gly Cys 
65 70 75 80 

Gly Phe Cys Cys Lys Phe 
85 



<210> 217 

<211> 86 

<212> PRT 

<213> Salmo salar 

<400> 217 

Met Lys Gin Phe Ser Val Ala Val Val- Leu. Val Met Ala Cys Met Phe 
1 5 10 15 

He Val Glu Ser Thr Ala Val Pro Phe . Ser Glu Val Arg Thr Glu Glu 
20 25 30 . 

Val Gly Ser Leu Asp Ser Pro Val Gly Glu His Gin Gin Pro Gly Gly 
35 40 45 

Glu Ser Met His Leu Pro Glu Pro Phe Arg Phe Lys Arg Gin He His 
50 .55 60 

Leu Ser Leu Cys Gly Leu Cys Cys Asn Cys Cys His Asn He Gly Cys 
65 70 75 80 

Gly Phe Cys Cys Lys Phe . ■ 
85 



<210> 218 
<211> 90 
<212> PRT 

<213> Pleuronectes americanus 
<400> 218 

Met Lys Ala Phe. Ser He Ala Val Ala Val Thr Leu Val Leu Ala Phe 
1 5 10 15 

Val Cys lie Gin Cys Ser. Ser Ala Val Pro Phe Gin Gly Val Gin Glu 
20 25 30 



Leu Glu Glu Ala Gly Gly Asn Asp Thr Pro Val Ala Glu His Gin Val 
35 .40 45 



Met Ser Met Glu Ser Trp Met Glu Asn Pro Thr Arg Gin Lys Arg His 

50 ■ • 55 60 

lie Ser His lie Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys Lys Ala 
65 70. 75 8 0 

Asn Lys Gly' Cys Gly Phe Cys Cys Lys Phe 
85 90 



<210> 219 
<211> 89 
<212> PRT 

<213> Paralichthys plivaceus 
<400> 219 

Met Lys Thr / Phe Ser Val Ala Val. Ala Val Thr Leu Val Leu Ala Phe 
1 5 10 15 

Val Cys lie Gin Asp Ser Ser Ala Val Pro Phe ,Gln Gly Val Gin Glu 

20 . 25 30 

Leu Glu Glu Ala Gly Gly Asn Asp Thr Pro Val Ala Ala His Gin Met 
" 35 40 45 

Met Ser Met Glu Ser Trp Met Glu Ser. Pro Val Arg Gin. Lys Arg His 
50 55 60 

lie Ser His lie Ser Met Cys Arg Trp Cys Cys Asn Cys Cys Lys Ala 
65 . 70 75 80 

Lys Gly Cys Gly Pro Cys Cys Lys Phe 
85 



<210> 220 
<211> 84 
<212> PRT 

<213> Pleuronectes americanus 
<400> 220 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 .15 

lie Cys lie Gin Gin Ser Ser Ala Ser Phe Pro Glu Ala Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glia His Gin Glu Thr 
35 40 ■ 45 

Pro Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Ser Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 70 75 80 



Cys Cys Lys Phe 



<210> 221 



<211> 84 
<212> PRT 

<213> Pleuronectes americanus 
<400> 221 

Met Lys Thr Phe Ser ValAla Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Ser Phe Pro Glu Ala Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin . Glu Thr 
35 40 45 . 

Pro Val Asp Ser Trp Met Met Pro Asn Asn Arg . Gin Lys Arg Gly Phe 
50 55 ' ~ 60 • 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 70 75 80 

Cys Cys Lys Phe 



<210> 222 

<211> 5.8 . -. 

<212> PRT 

<213> Pleuronectes americanus 
<400> 222 

Met Lys Thr Phe Ser Val Ala Val Thr. Val Ala Val Val Leu Val Phe 
1 5 10 .15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Met Pro Tyr Asn 

20 25 ■'■ 30 

Arg Gin Lys Arg Gly Phe Lys Cys Lys Phe Cys Cys Gly Cys Cys Gly 
35 40 '45 

Ala Gly Val Cys Gly Met Cys Cys Lys Phe 
50 55 



<210> 223 
<211> 83 
<212> PRT 

<213> Pleuronectes americanus 
<400> 223 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Ser Phe Pro Glu Ala Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 



Pro Val Asp Ser Arg lie Pro Tyr Asn Arg Gin Lys Arg Ser Phe Lys 
50 55. 60 



Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu Cys 
65 70 75 80 



Cys Lys Phe 



<210>-224 
<211> 84 
<212> PRT 

<213> Pleuronectes americanus 
<400> 224 

Met Lys Thr Cys Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie. Gin Gin Ser Ser Ala Ser Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala .Glu His Gin Glu Thr 
35 4 0 4 5 

Pro Val Asp Ser Trp Met Met Pro Asn Asn Arg Gin Lys Arg Gly Phe 
50 . 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val . Cys Gly Leu 
65 70 75 80 

Cys Cys Lys Phe 



<210> 225. 
<211> 84 
<212> PRT 

<213> Hippoglossoides platessoides 
<400> 225 

Met Lys Thr Ser Val Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Ala His Gin Glu Thr 

35 .40 45. 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Pro Lys Arg Ser Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 ■ 70 75 • 80 

Cys Cys Lys Phe 



<210> 226 
<211> 84 
<212> PRT 

<213> Hippoglossoides platessoides 



<400> 226 

Met' Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45- 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Pro Lys Arg . Ser Phe 
50 55 - 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala . Gly Val Cys Gly Leu 
65 7 0 , 75- 80 

Cys Cys Lys Phe 



<210> 227 
<211> 84 
<212> PRT 

<213> Hippoglossoides platessoides 
<400> 227 

Met Lys Thr Phe Val Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 ■ 15 

lie Cys lie Gin Gin Ser Ser Ala Thr . Phe Pro Glu Val Gin Glu Leu 

20 25 . 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 4 0 4 5 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Ser Phe 

50 .55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 70 75 80 



Cys Cys Lys Phe 



<210> 228 
<211> 84 
<212> PRT 

<213> Hippoglossoides platessoides 
<400> 228 

Met Lys Thr Ser. Val Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 



Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Ala His Gin Glu Thr 

35 .40 4 5 • 



Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Ser Phe 

50 . 55 60 • 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 70 . 75 " 80 

Cys Cys Lys Phe 



<210> 229 
<211> 84 
<212> PRT 

<213> Hippoglossoides platessoides 
<400> 229 

Met Lys Thr . Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 " 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro ,Glu Val Gin Glu Leu 

20 . . 25 30 

Glu. Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser Val Asp Leu Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 .55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Ser Pro Gly Val Cys Gly Leu 
65 70 75 ~ 80 

Cys Cys Arg Phe 



<210> 230 
<211> 84 
<212> PRT 

<213> Hippoglossoides platessoides 
<400> 230 

Met Lys Thr Phe Ser Val Ala Val Ala Val Ala Val Val Leu lie Phe 
1 .5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val 'Gin Glu Leu 
20 .25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser Leu Asp Ser Trp Met Met Pro. Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 70 75 80 

Cys Cys Lys Phe 



<210> 231 



<211> 84 
<212> PRT 

<213> Hippoglossoides platessoides '_. 
<400> 231 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 • 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin . Glu Thr 
35 40 4 5 

Ser Leu Asp Ser Trp Met Met Pro T.yr Asn Arg. His Lys Arg Ser Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 7 0 75 80 

Cys Cys Lys Phe 



<210> 232 • - 

<211> 84 . * 

<212> PRT - 

<213> Hippoglossoides platessoides 

<400> 232 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 .15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Gly Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Pro Lys Arg Ser Phe 
50 55 " 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 . 70 75 80 

Cys Cys Lys Phe 



<210> 233 

<211> 84 

<212> PRT 

<213> Salmo salar 

<400> 233 

Met. Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu lie Phe 
1 5 10 15 



lie Cys lie Gin Gin Ser Ser Ala Thr Ser Pro Glu Val Gin Gly Leu 
20 .25 30 



Glu Glu Ala .Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 



Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 70 75 80 

Cys Cys Arg Ser 



<210> 234 

<211> 84 

<212> PRT 

<213> Hippoglossus hippoglossus 

. <400> 234 

Met Lys Thr Phe . Ser Val Ala Val. Thr Val. Ala Val Val. Leu Val Phe 
1 .5. 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val. Gin Glu Leu 
.20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 

35 40 . 45. 

Ser Val Asp Leu Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 ■ 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 70 .75 80 

Cys Cys Arg Phe 



<210> 235 
<211> 84 
<212> PRT 

<213> . Hippoglossus hippoglossus 
<400> 235 

Met Lys Thr Phe Ser .Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu. Val Gin -Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn. Asp Asn Ala Ala Ala Glu His . Gin Glu Thr 
35 40 45 

Ser Val Asp Leu Trp Met Met Pro Tyr Asn Arg Gin Lys Arg -Gly Phe 
50 -55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Ser Pro Gly Val Cys Gly Leu 
65 70 75 ' " . '80 



Cys Cys Arg Phe 



<210> 236 

<211>84 

<212>PRT 

<213> Hippoglossus hippoglossus 
<400> 236 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 .5 10 .15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys Cys Lys The Cys Cys Gly Cys Cys Ser Pro Gly Val Cys Gly Leu 
65 * 70 75 80 

Cys Cys Lys Phe 



<210> 237 •. 

<211> 84 . • 
<212> PRT 

<213> Hippoglossus hippoglossus 
<40.0> 237. 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala' Val Val Leu Val Phe 

.1 • 5 10. 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 4 5 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val. Cys Gly Leu 
65 70 .75 80 

Cys Cys Lys Phe 



<210> 238 
<211> 84 
<212> PRT 

<213> Hippoglossus hippoglossus 



<400> 238 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 



'lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val- Ser Asn Asp Asn Ala Ala Ala Glu His- Gin Glu Thr 
35 40 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 . 6p 

Lys Cys Lys Phe Cys Cys Gly Cys Cys- Arg Pro Gly Val- Cys Gly Leu 
65 70 75 ' 80 

Cys Cys Lys Phe ' 



<210> 239. 
<211> 84 
<212> PRT 

<213> Hippoglossus hippoglossus .. 
<400> 239 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val- Leu Val Phe 
1 5 10 15 . 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

20 .25 .30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 

35 40' . 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 70 75 80 



Cys Cys Arg Phe 



<210>. 240 
<211> 81 
<212> PRT 

<213> Pleuronectes americanus 
<400> 240 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val. Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser. Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Pro Val Asp Ser Gly Met Met Pro Asn Asn Arg Gin Lys Arg Ser Ala 
50 55 60 



Asp Cys Trp Pro Cys Cys Asn. Gin Asn Gly Cys Gly Thr Cys Cys Lys 
65 70. 75 80 



Val 



<210> 241 
<211> 81 
<212> PRT , 

<213> Pleuronectes ferruginea 
<400> 241 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val. Leu Val Phe 
1 5 . 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

20 25 - 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45. 

Ser Val Asp Ser Trp Met M^t Pro.Tyr Asn Arg; Gin Lys Arg Ser Ala 

50 . 55 60 

~\ ■ 

Glu Cys Ser Phe Cys Cys Asn Glu Ser Gly Cys • Gly lie Cys Cys Lys 
65 70 75 80 

Phe 



<210> 242 
<211> 81 
<212> PRT. 

<213> Pleuronectes ferruginea ... 
<400> 242 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

He Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

20 . 25 . 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His-Gln Glu Thr 
35 4 0 4 5 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Ser Ala 
50 55 60 

Glu Cys Ser Phe Cys Cys Asn Glu Ser Gly Cys Gly lie Cys Cys Lys 
65 70 75 80 

Phe 



<210> 243 
<211> 27 
<212> PRT 

<213> Glyptocephalus cynoglossus 



<400> 243 



Met Pro Asn Asn Arg Gin Lys Arg Gly Ser Asn Cys Lys Pro Cys Cys 
1 5 10 15 

Asn His .Asn Gly Cys Gly Thr Cys Cys Glu Val 
20 ~ 25 



<210> 244 
<211> 67 
<212> PRT 

<213> Hippoglossoides platessoides 
<400> 244 

Met Lys Phe. Thr Ala Thr Phe Leu Met Leu Phe lie Phe Val Leu Met- 
1 5 10 15 

Val Glu Pro Gly Glu Cys Gly Trp. Lys Ser Val Phe Arg Lys Ala Lys 

20 25 30 

■ 

Lys Val Gly Lys . Thr Val Gly Gly Leu Ala Leu Asp His. Tyr Leu Gly 
35 40 4 5 

Glu Gin Gin Glu Leu Asp Lys Arg Ala Val Asp Glu Asp Pro Ser lie 
50 55 ~ 60 

Val Phe Asp 
65 



<210> 245 
<211> 67 
<212> PRT 

<213> Hippoglossoides platessoides 
<400> 245 

Met Lys Phe Thr Ala Thr Phe Leu Met Leu Phe lie Phe Val Leu Met 
1 5 10 15 

Val Glu Pro Gly Glu Cys Gly Trp Lys Lys Trp Phe Asn Arg Ala Lys 
20 25 30 

Lys Val Gly Lys Thr Val Gly Gly Leu Ala Val Asp His Tyr Leu Gly 
35 4 0 4 5 

Lys Gin Pro Glu Leu Asp Lys Arg Ala Val Asp Glu Asp Pro Ser lie 
50 55 60 . 

Val Phe Asp 
65 



<210> 24 6 
<211> 66 
<212> PRT 

<213> Hippoglossoides platessoides 
<400> 246 

Met Lys Phe Thr Ala Asn Phe Leu Met Leu Phe lie Phe Val Leu Met 
1 5 10 15 



Phe Glu Pro Gly Glu Cys . Gly Trp Arg Thr Leu Leu Lys Lys Ala Glu 



20 



25 



30 



Val Lys Thr Val Gly Lys Leu Ala Leu Lys His. Tyr Leu Gly Lys Gin 
35 4 0 45 

Pro Glu Leu Asp Lys Arg Ala lie Asp Asp Asp Pro .Ser He He Val 
5*0 55 60 

Phe Asp 
65 



<210> 247 
<211> 68 
<212> PRT 

<213> Pleuronectes americanus 
<400> 247 

Met Lys Phe Thr Ala Thr Phe Leu Met He Ala lie Phe Val Leu Met 
1 5 . 10 15 

Val Glu Pro Gly Glu Gys Gly Trp Gly Ser Phe Phe Lys Lys Ala Ala 
20 , 25 30 

His Val Gly Lys His Val Gly Lys Ala Ala Leu Thr His Tyr Leu Gly 
35 4 0 45 

Asp Lys Gin. Glu Leu Asn Lys Arg Ala Val Asp Glu Asp Pro Asn Val 
50 55 60 

lie Val Phe Glu 
65 



<210> 248 
<211> 56 
<212> PRT- 

<213> Pleuronectes ferruginea 
<400> 248 

Met Lys Phe Thr Ala Thr Phe Leu Met Met Cys lie Phe Val Leu. Met 
1 5 10 15 

Val Glu Pro Gly Glu Cys Arg Trp Gly Lys Trp Phe Lys Lys Ala .Thr 
20 ' 25 30 

His Val Gly Lys His Val Gly Lys Ala Ala Leu Thr Ala Tyr Leu Gly 

35 ,40 45 

Asp Lys Gin Glu Leu Asp Lys Arg 
50 .55 



<210> 249 
<211> 68. 
<212> PRT 

<213> Pleuronectes americanus 
<400> 249 

Met Lys Phe Thr Ala Thr Phe Leu Met Met Phe He Phe Val Leu Met 
1 5 10 15 



Val Glu 



Pro Gly Glu Cys Gly Trp Gly Ser lie Phe Lys His Gly Arg 
• 20 25 30 



His Ala Ala Lys His lie Gly His Ala Ala Val Asn His Tyr Leu Gly 
35 40 4 5 

Glu Gin Gin Asp Leu Asp Lys Arg Ala Val Asp Glu Asp Pro Asn Val 
50 55 60 

lie Val Phe Glu . 
65 



<210> 250 
<211> 56 
<212> PRT 

<213> Glyptocephalus cynoglossus 
<400> 250 

Met Lys Phe Thr Ala Thr Phe Leu Met Met Phe Met Val Val Leu Met 
1 5 10 15 

Ala Glu Pro Gly Glu Ala Gly Trp Gly Ser lie Phe Lys His . lie Phe 
20 25 30 

Lys Ala Gly Lys Phe lie His Gly. Ala lie Gin Ala His. Asn Asp Gly 
35 4 0 4 5 

Glu Glu • Gin Asp Leu Asp Lys Arg" 
50 55 . 



<210> 251 
<211> 67 
<212> PRT 

<213> Glyptocephalus cynoglossus 
<400> 251 

Met Lys Phe Thr Ala Thr Phe Leu Val Leu Phe Met Val Val Leu Met 
1 5 10 15 

Ala Gly Ser Gly Glu Cys Gly Trp Lys Lys Trp Phe Thr Lys Gly Ala 
20 25 30 



Lys His Leu Gly Gin Ala Ala lie Asn Gly Leu Ala Ser Cys Glu Glu 
35 40 45 

Gin Gin Glu Leu Asp Lys Arg Ser Glu Asp Asp Glu Pro Ser Ala lie 
50 55 60 

Val Phe Glu 
65 



<21.0> 252 
<211> 67 
<212> PRT 

<213> Glyptocephalus cynoglossus 
<400> 252 



Met Lys Phe Thr Ala Thr Phe Leu Val Leu Phe Met Val Val Leu Met 
1.5 10 15 



Ala Gly Ser Gly Glu Cys Gly Trp Lys Lys Trp Leu Arg Lys Gly Ala 
20 25 30 

Lys His Leu Gly Gin Ala Ala lie Lys Gly Leu Ala Ser Cys Glu Glu 
35 40 45 

Gin Gin Glu Leu Asp Lys Arg Ser Met Asp Asp Glu Pro Ser Ala lie 
50 55 60 

Val Phe Asp 
65 



<210> 253 
<211> 67 
<212> PRT 

<213> Glyptocephalus cynoglossus 
<400> 253 

Met Lys Phe Thr Ala Thr Phe Leu Val Leu Phe Met Val Val Leu Met 
" 1 5 10 15 

Ala Gly Ser Gly Glu Cys Gly Trp Lys Lys Trp Leu Arg Lys Gly Ala 
20 25 30 

Lys His Leu Gly Gin Ala Ala lie Lys Gly Leu Ala Ser Cys Glu Glu 
35 40 45 

Gin Gin Glu Leu Asp Lys Arg Ser Met Asp Asp .Glu Pro Ser Ala lie 
50 55 60 

Val Phe Asp 

65 . .. 



<210> 254 
<211> 67 
<212> PRT 

<213> Glyptocephalus cynoglossus. 
<400> 254 

Met Lys Phe Thr Ala Thr Phe Leu Val Leu Phe Met Val Val Leu Met 
1 5 10 15 

Ala Gly Ser Gly Glu Cys Gly Trp Lys Lys Trp Phe Thr Lys Gly Ala 
20 25 30 

Lys His Leu Gly Gin Ala Ala lie Asn Gly Leu Ala Ser Cys Glu Glu 
35 40 45 

Gin Gin Glu Leu Asp Lys Arg Ser Glu Asp Asp Glu Pro Ser Ala lie 
50 55 60 

Val Phe Glu 
65 



<210> 255 ( . 



<211> 62 
<212> PRT 

<213> Glyptocephalus cynoglossus 
<400> 255 

Met Lys Phe Thr Ala Thr Phe Leu Val Leu Phe Met Val Val Leu Met 
1 5 10 15 

Ala Gly Ser Gly Glu Cys Gly Trp Lys Lys Trp Phe Thr Lys Gly Glu 
20 .25 30 

Arg Leu Ser Gin Arg His Phe Ala Asp Val Glu Gin Gin Glu Leu Asp 

35 40 4 5 .. 

Lys Arg Ser Val Asp Asp Glu Pro Ser Ser lie, Ala Phe Asp 
50 55 60 



<210> 256 
<211> 62 
<212> PRT 

<213> Glyptocephalus cynoglossus 
<400> 256 

Met Lys Phe Thr Ala Thr Phe Leu Val Leu Phe Met Val Val Leu Met 
1 5 10 . 15. 

Ala Glu Pro Gly Glu Gly Tyr Trp Arg Phe Arg Asn His Arg Gly Glu 
20 25 3.0 

Arg Leu Ser Gin Arg His Phe Ala Asp. Val Glu Gin Gin Glu Leu Asp 
35 40 45 • 

Lys Arg Ser. Val Asp Asp Glu Pro Ser Ser lie Ala Phe Asp 
50 55 60 



<210> 257 
<211> 65 
<212> PRT 

<213> Glyptocephalus cynoglossus 
<400> 257 

Met Lys Phe Thr Ala Thr Phe Leu Val Leu Val lie Val Met Phe Glu 
1 5 10 15 

Pro Gly Glu Cys Phe Gly Met Leu Phe His Arg Val His His Ala Gly 
20 25 30 

Arg Leu lie His Arg Phe lie Lys Arg His Gly Asp Val Glu Gin Gin 
35 4 0 4 5 

Glu Leu Asp Lys. Arg Ser Val Asp Asp Glu Pro Ser Ser lie Ala Phe 
50 55 60 

Ala. 
65 



<210> 258 
<211> 76 



<212> PRT 

<213> Glyptocephalus cynoglossus 



<400>258 

Met Lys Phe Thr Ala Thr Phe Leu Val Leu Phe Met Val Val Leu Met 
1 5 10 - 15 

Ala Glu Pre? Gly Asp Cys lie Phe Gly Leu lie Ala Thr Ala Val His 
20 25 30 

Asn Ala Gly Arg Leu lie His Arg Leu Leu Gly Phe His His Gly Pro 

35 40 - .45 

Pro Gly Phe Trp His' Gly Asp Val Glu Gin Gin Glu Leu Asp Lys Arg 
50 55 60 

Ser Val Asp : Glu Glu Pro Ser Ala lie Val .Phe Glu 
65 70 7 5 



<210> 259 
<211> 76 
<212> PRT 

<213> Glyptocephalus cynoglossus 
<400> 259 

Met Lys Phe Thr Ala Thr Phe Leu Val Leu Phe Met Val . Val Leu Met 

1.5 .10 15 

Ala Glu Pro Gly Asp Cys lie Phe Gly Leu lie Ala Thr Ala Val His 
20 25 30 ' 

Asn Val Gly Arg Leu Val His Arg Leu Leu Gly Phe His His Gly Pro 
35 4 0 ■ 45 

Pro Gly Phe Trp His Gly Asp Val Glu Gin Gin Glu Leu Asp Lys Arg 
50 55 60 

Ser Val Asp Glu Glu Pro Ser Ala lie Val Phe Glu 

65 70 . .. 75 



<210> 260 

<2'll> 69 

<212> PRT 

<213> Pleuronectes americanus 

<400> 260 

Met Lys . Phe Thr Ala Thr Phe Leu Val Leu Ser. Leu Val Val Leu Met 
1 5 10 15 

Ala Glu Pro Gly Glu Cys Phe Leu Gly Ala Leu lie Lys Gly Ala lie 
20 25 30 

His Gly Gly Arg Phe lie His Gly Met lie Gin Asn His His Gly Tyr 
35 40 45 

Asp Glu Gin Gin Glu Leu Asp Lys Arg. Ser Val Asp Asp Ash Pro Gly 
50 55 60 



Ala lie Val Phe Asp 



65 



<210> 261 •■■ 
<211> 68 
<212> PRT 

<213> Pleuronect.es americanus 
<400> 261 

Met Lys Leu Ala. Ala Ala Phe Leu. Val Leu Phe Leu Val Val Leu Met 
1 5 10 . 15 

Ala Glu Pro Gly Glu Ser Phe Leu Gly Phe Leu Phe His Gly lie Arg 
20 25 30 

His' Gly lie Lys Ala lie His Gly Met lie His Gly Asn Ser Leu Asp 
.35 40 45 

Glu Met Gin Glu Leu Asp Lys Arg Ser . Phe Asp Asp Asn Pro Asn Ala 
,50 55 60 

lie Val Phe Asp 

65 



<210> 262 
<211> 68 
<212> PRT 

<213> Pleuronectes ferruginea 
<4 00> 2 62 

Met Lys Leu Ala Ala Ala Phe Leu Val Leu Phe Leu Val Val Leu Met 
1 5 10 15 

Ala Glu Pro Gly Glu Gly Phe Leu Gly Phe Leu Phe His Gly lie His 
20 25 30 

His Gly lie Arg Ala lie His His Leu lie His Gly Gin Arg Tyr Asp 
35 40 45 

Glu Gin Gin Glu Leu Asp Lys Arg Ser Val Asp Asp Asn Pro Gly Ala 
50 55 " 60 

lie Val Phe Asp 
65 



<210> 263 
<211> 55 
<212> PRT 

<213> Hippoglossus hipppglossus 
<400> 263 

Met Lys Phe Thr Ala Thr Phe Leu Val Leu Phe Met Val Val Leu Met 
1 5 10 15 

Ala Glu Pro Gly Glu Cys Phe Leu Gly Leu Leu Phe His Gly Val His 
20 25 30 



His Val Gly Lys Leu lie His. Gly Leu lie His Gly Gly Tyr Asp Glu 
35 40 . 45 



Gin Gin Glu Leu Asp Lys Arg 

50 55' 



<210> 264 
<211> 57 
<212> PRT , 

<213> Hippoglossus hippoglossus 
<4 00> 2 64 • 

Met Lys Phe Thr Ala Thr Phe Leu Val Leu Phe Met .Val Val Leu Met 
1 5 10 15 

Ala Glu Pro Gly Glu Cys Phe Leu Gly Leu Leu Phe His Gly Val His 
20 25 30 

His Val Gly Lys Trp He His Gly Leu He His Gly His His Gly Tyr 
35 40 45 

Asp Glu Gin Gin Glu Leu Asp Lys Arg 
50 - 55 



<210> 265 

<211> 61 \ : 

<212> PRT = 

<213> Hippoglossus hippoglossus 
<4 00> 2 65 

Met Lys Phe Thr Ala Thr Phe Leu Val Leu Phe Met Val Val Leu Met 
1 5 10 15 

Ala Glu Pro Gly Glu Gly Phe Leu Gly lie Leu Phe His Gly Val His 
20 25 30 

His Gly Arg Lys Lys Ala Leu His Met Asn Ser Glu Arg Arg Ser Tyr 
35 40 45 

Asp Glu Arg Gl n Gin Gin Gin Gin Glu Leu Asp Lys Arg 
50 55 60 



<210> 266 
<211> 60 
<212> PRT 

<213> Hippoglossus hippoglossus 
<400> 266 

Met Lys Phe Thr Ala Thr Phe Leu Val Leu Phe. Met Val Val Leu Met 
1 5 10 15 

Ala Glu Pro Gly Glu Gly Leu Gly Asn Trp Met Gly Pro His He Ser 
20 25 30 

Gly Glu Lys Lys Ala Leu His Met Asn Ser Glu Arg Arg Ser Tyr Asp 
35 40 45 



Glu Arg Gin. Gin Gin Gin Gin Glu Leu Asp Lys Arg 
50 55 60 



<210> 267 
<211> 43 
<212> PRT 

<213> Glyptocephalus cynoglossus 
<400> 267 

Met Lys Leu Thr Ala Thr Phe Leu Val Leu Phe Met Val .Val Leu Met 
1 5 10 15 

Ala Glu Pro Gly Glu Gly Phe Trp Gly Lys Leu Phe Lys Leu Gly Leu. 
20 25 30 

His Gly lie. Gly Leu Leu His Leu His Leu Gly 
35 4 0 ■ 



<210> 268 
. <211> 67 
<212> PRT 

<213> Pleuronectes americanus 
<400> 268 

Met Lys Phe Ala Thr Ala Phe Leu Met Leu Ser Met Val Val Leu Met 
1 .5 10 .15 

Ala Glu Pro Gly Glu Cys Arg Ser Thr Glu Asp lie lie Lys Ser lie 
20 2S 30 

Ser Gly Gly Gly Phe Leu Asn Ala Met Asn Ala Gly Tyr Asn Glu Gin 
35 40 45 

Gin Glu Leu Asn Lys Arg Ser Asp Asp Asp Asp Ser Pro Ser Leu lie 
50 55 60 

Val Phe Asp 
65 



<210> 269 
<211> 68 
<212>. PRT 

<213> Pleuronectes americanus 
<400> 269 

Met Lys Phe Thr Ala Thr Phe Leu Leu Leu Phe lie Phe Val Leu Met 
1 5 10 15 

Val Asp Leu Gly Glu Gly Arg Arg Lys Arg Lys Trp Leu Arg Arg lie 
20 25 30 

Gly Lys Gly Val Lys lie lie Gly Gly Ala Ala Leu Asp His Leu. t51y 
35 40 45 

Gin Gly Gin Val Gin Gly Gin Asp Tyr Asp Tyr Gin Glu Gly Gin Glu 

.50 .55 60 



Leu Asn Lys Arg 
65 



<210> 270 
<211> 98 • 
<212> PRT 

<213> Pleuronectes americanus 
<400> 270 

Met Lys Phe Thr Ala Thr Leu Leu Leu Leu Phe lie Phe Val Leu Met 

1 . ' , 5 10 15 

Val Asp Leu Gly Glu Gly Arg Arg Lys Lys Lys Gly Ser Lys Arg Lys 
20 25 30 

Gly Ser Lys Gly Lys Gly Ser. Lys Gly Lys Gly Arg Trp Leu Asp Arg 
35 4 0 45 

He Gly Lys Ala Gly Gly He He lie Gly Gly Ala Leu Asp His Leu 
50 <55 60 

Gly Gin Gly Gin Val Gin Gly Pro Asp Tyr Asp Tyr Gin Glu Gly Glu 
65 70 75 . 80 

Glu Leu Asn Lys Arg Ser Asp Asp Asp Asp Ser Pro Ser Leu lie Phe 
85 90 95 

Phe Asp • - - 



<210> 271 

<211> 85 

<212> PRT 

<213> Pleuronectes americanus 

<400> 271 "■; , 

Met Lys Phe Thr Ala Thr Phe Leu Leu Leu Phe lie Phe Val Leu Met 
1 5 10 .15 

Val Asp Leu Gly Glu Gly Arg Arg Lys Lys Lys. Gly Ser Lys Arg Lys 
20 25 • 30 

Gly Ser Lys Gly Lys Gly Ser Lys Gly Lys 'Gly; ■■Arg Trp Leu Glu Arg 
35 4 0 4 5 

He Gly Lys Ala Gly Gly He He He Gly Gly Ala Leu Asp His Leu 
50 55 60 

Gly Gin Gly Gin Val Gin Gly Pro Asp Tyr Asp Tyr Gin Glu Gly Glu 
65 70 75 ^ 80 

Glu Leu Asn Lys Arg 
85 



<210> 272 . 
<211> 728 
<212> DNA 

<213> Pleuronectes americanus 



<220> 
<221> CDS 



<222> (153) ... (252) 

<220> 

<221> CDS 

<222> (483) . . (513) 

<220> 

<221> CDS 

<222> (615).. (687) 

<400> 272 

gaattcgccc ttgcccactt tgtattcgca aggtaatatc aatatttttc aaattcattt 60 

agacgagacc aaccttttgg gaaatctgct cagcttatta ctgtataatg caaatgttaa 120 

tgatctttat ttttctgttt tttttttgta ga atg aag ttc act gcc acc ttc 173 

Met Lys Phe Thr Ala Thr Phe 

1 .5 

etc atg atg ttc. ate ttc gtc etc atg gtt gaa cct gga gag tgt ggt 221 

Leu Met Met Phe lie .Phe Val Leu Met Val Glu Pro' Gly Glu Cys Gly 
10 15 20 

tgg gga age att ttt aag cat ggt cgt cat g gtaaagtcac ggaattaatt 272 
Trp Gly Ser lie Phe Lys His Gly ArgHis 
25 30 

agcttttaac tttgeaaata ttgttttttt ttttaacagc tggaaactca caaaaataaa 332 

tagecgatat atttggccaa ttataatcac tttgatctaa ataacaacct aaaaggcett 392 

tgattagcat gtttcttcaa taaaatgatt gaacactact taaaggtatg tataaaacat 4 52 

catcatgtgt ttttgtttgt ttttacacag ct gcc aag cat att ggc cat gca 505 

Ala Ala Lys His lie Gly His Ala 
35 40 

gcc gtt aa gtaaggactt ctaccattat tactgtataa ttttgatagt attatcacca 563 
Ala Val Asn 

gtattgttat tgacaacttc tctttttcct gctgatccga ctcatccgca g t cat '618 

His 
45 

tac ctt ggc gag cag caa gat etc gac aag cgc gca gtc gat gaa gac 666 
Tyr Leu Gly Glu Gin Gin Asp Leu Asp Lys Arg Ala Val Asp Glu Asp 
50 55 60 

cca aat gtt att gtt ttt gaa tgaagaaatc gecttgaagg agecttcaga 717 
Pro Asn Val lie Val Phe Glu V 
65 

agggegaatt c 728 



<210> 273 
<211> 68 
<212> PRT 

<213> Pleuronectes americanus 



<400> 273 



Met Lys Phe Thr Ala Thr' Phe Leu Met Met Phe lie Phe Val Leu Met 
1 5 10 15 

Val Glu Pro Gly Glu Cys Gly Trp Gly Ser lie Phe Lys His Gly Arg 
20 . 25 30 

His Ala Ala Lys His lie Gly His Ala Ala Val Asn His Tyr Leu Gly 
35 40 45 

Glu Gin Gin Asp Leu Asp Lys Arg Ala Val Asp Glu Asp Pro Asn Val 
50 55 60 

He Val Phe Glu 
65 



<210> 274 
<211> 60 
<212> PRT 

<213> Pleuronectes americanus 
<400> 274 , 

Met Lys Phe Thr Ala Thr Phe Leu Met lie Ala He Phe Val Leu Met 
1 5 10 15 

Val Glu Pro Gly Glu Cys . Gly Trp Gly Ser Phe Phe Lys Lys Ala Ala 

. : 20 25 . 30 

His Val Gly Lys His Val Gly Lys Ala Ala Leu Thr His Tyr Leu Gly 
35 40 • 45 

Asp Lys Gin Glu Leu Asn Lys Arg Ala Val Asp Glu 

50 55 .,60 



<210> 275- 
<211> 60 
<212> PRT 

<213> Pleuronectes americanus . 
<400> 275 

Met Lys Phe Thr Ala Thr Phe Leu Met Met Phe lie Phe Val Leu Met 
1 5 10 15 

Val Glu Pro Gly Glu Cys Gly Trp Gly Ser He Phe Lys. His Gly Arg 
20 25 30 

His Ala Ala Lys His He Gly His Ala Ala Val -Asn His Tyr Leu Gly 
35 40 45 

Glu Gin Gin Asp Leu Asp Lys Arg Ala Val Asp Glu 
50 55 60 



<210> 276 
<211> 61 
<212> PRT 

<213> Pleuronectes americanus 



<400> 276 



Met Lys Phe .Thr Ala Thr Phe Leu Val Leu Ser Leu Val Val Leu Met 

1 5 10 15 

Ala Glu.Pro Gly Glu Cys Phe Leu Gly Ala Leu lie Lys Gly Ala lie 

20 25 ■" .30 

His Gly Gly Arg Phe lie His Gly Met lie Gin Asn His His Gly Tyr 

35 40 , 45 . 

Asp Glu Gin Gin Glu Leu Asn Lys Arg Ala Val Asp Glu. 

50 55 60 



<210> 277 
<211> 72 
<212> PRT ■ 

<213> Pleuronectes americanus 
<400> 277 

Met Lys Phe Thr . Ala Thr Phe Leu Leu Leu. Phe lie Phe. Val Levi Met 
1 .5 10 15 

Val Asp Leu Gly Glu Gly Arg Arg Lys Arg Lys Trp Leu Arg Arg lie 
20 25 30 

Gly Lys Gly Val Lys lie lie Gly Gly Ala Ala Leu Asp His Leu Gly 
35 40 . 45. 

Gin Gly Gin Val Gin Gly Gin Asp Tyr Asp Tyr Gin Glu Gly Gin Glu 
50 55 60 

Leu Asn Lys Arg Ala Val Asp Glu 
65 70 



<210> 278 
<211> 89 
<212> PRT 

<213> Pleuronectes americanus 
<400> 278 

Met Lys Phe Thr Ala Thr Phe Leu Leu Leu Phe lie Phe Val Leu Met 
1 5. . 10 15 

Val Asp Leu Gly Glu Gly Arg Arg Lys Lys Lys Gly Ser Lys Arg Lys 
20 25 30 

Gly Ser Lys Gly Lys Gly Ser Lys Gly Lys Gly Arg Trp Leu Glu Arg 
35 40 45 

lie Gly Lys Ala Gly Gly. lie lie lie Gly Gly Ala Leu . Asp His Leu 
'50 55 60 

Gly Gin Gly Gin Val Gin Gly Pro Asp Tyr Asp Tyr Gin Glu Gly Glu 
65 70 75 80 

Glu Leu Asn Lys Arg Ala Val Asp Glu 
85 



<210> 279 



<211> 24 
<212> PRT . 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic ■. 
peptide 

<400> 279 

Met Trp Lys Asp Val Leu Lys Lys lie Gly Thr Val Ala Leu His Ala 
1 5- 10 15 

Gly Lys Ala Ala Leu Gly Ala Val 
20 



<210> 280 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 280 

Ser lie Gly Ser Ala Phe .Lys Lys Ala Leu Pro Val Ala Lys Lys lie 
1 5 10 15 

Gly Lys Ala Ala Leu Pro lie Ala Lys 
20 25 



<210> 281 
<211> 934 
<212> DNA 

<213> Unknown Organism 

<220> 

<221> CDS 

<222> (18 6) . (26.6) 

<220> 

<221> CDS 

<222> (676) . . (771) 

<220> 

<223> Description of Unknown Organism: Type 1 salmonid 
hepcidin sequence 

<220> 

<221> CDS 

<222> (361) . . (441) 

<400> 281 

ctgacaccaa aagaacaatc aatcaacttt ggactcgtct tagtgcattg aaaattgtgc. 60 
gttggagagc gtcgcttttt gggaacattg aagagttctg atcttcctca taaactgtca 120 
cttcaatttc aactgatttc aacaggactt ttaaataggc tataaacttc ctaaaaaaaa 180 



cgaga atg aag gcc. ttt agt gtt gca gtg gta etc gtc att gca tgt atg 230 
Met. Lys Ala Phe Ser Val Ala Val.Val Leu Val tie Ala Cys Met 
■ 1 5 10 15 

ttc ate ctt gaa age ace get gtt cct ttc tec gag gtatgtcaaa ' 276 

Phe lie Leu Glu Ser Thr Ala Val Pro Phe Ser Glu 
20 25 

ttctccaaca ccaacccact acaaacatgt gtgeatcgat tttagaggtt ggtcatgact 336 

catttgtgcc taatgtcttt gcag gtg cga acg gag gag gtt gga age ttt . 387 

Val. Arg Thr Glu Glu Val Gly Ser Phe 
30 35 

gac agt cca gtt ggg gaa cat caa cag ccg ggc , ggc gag tec atg cat 4 35 
Asp Ser Pro Val Gly Glu His Gin Gin Pro Gly Gly Glu Ser Met His 
40 . 45 . 50 

. ctg ccg gtacgttcaa ttgaatgaat gaattacget aattaccttt agcaaattaa 4 91 
Leu Pro 

cattttagtg gttgcgtttt accctcggaa tagaattaga teagtagege tagctgttaa 551 

ccatttgatt gtgagccgtt agagggcttc agggegagea gtgtgcaacg tggttgtgaa 611 

gtggagatat acttacttgc ttgttccctc cttttttcat attattttct . tggeggggat 671 

acag gag cct ttc agg ttc aag cgt cag ate cac etc tec ctg tgc ggt 720 
Glu Pro Phe Arg Phe Lys Arg Gin lie His. Leu Ser Leu Cys Gly 
55 ~ 60 65 

ttg tgc tgc aac tgc tgt cac aac att ggc tgt ggc ttt tgc tgc aaa 768 
Leu Cys Cys Asn Cys Cys His Asn lie Gly Cys Gly Phe Cys Cys Lys 
70 75 80 85 

ttc taaggacctg cccgcaacat tttctagttt gtacatgttt gcaatgtttt 821 
Phe 

ctttctgaga tgttgttttt gtgactatga taatgattta taaaatcact tcttattgtg 881 

acactttaaa aaaaataaac acattct'ttg aataacaaaa aaaaaaaaaa aaa 934 



282 
86 
PRT 

Unknown Organism 

<220> 

<223> Description of Unknown Organism: Type 1 salmonid 
hepcidin sequence. 

<400> 282 

Met Lys Ala Phe Ser Val Ala Val Val Leu Val lie Ala Cys 
1 5 - 10 

lie Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr Glu Glu 

20 .25 .30 



Met Phe 
15 



Val Gly Ser Phe Asp Ser Pro Val Gly Glu His Gin Gin Pro Gly Gly 
35 40 4 5 . 



Glu Ser Met His Leu Pro Glu Pro Phe Arg Phe Lys Arg Gin lie His 
50 55 . 60 

Leu Ser Leu Cys Gly Leu Cys Cys Asn Cys Cys His Asn lie Gly Cys 
65 70 ■ 75 80 

Gly Phe Cys Cys Lys Phe 

85 " " " 



<210> 283 
<211> 557 • 
<212> DNA 

<213> Unknown Organism ' 

<220> 

<221> CDS 

<222> (11) . . (178) 

<220> ■" • • 

<221> CDS 

<222> (423) . . (518) 

<220> 

<223> Description of Unknown Organism: Typel Hepcidin 
sequence 

<400> 283 

cgcccttaag atg aag aca ttc agt gtt gca gtt gca gtg gtg gtc gtc 4 9 
Met Lys Thr Phe Ser Val Ala Val Ala Val Val Val Val 
1 5 10 

etc gca tgt atg ttc ate ctt gaa age acc . get gtt cct ttc tec gag 97 
Leu Ala Cys Met Phe lie Leu Glu Ser Thr Ala Val Pro Phe Ser Glu 
15 20 25 

gtg cga acg gag gag gtt gaa age att gac agt cca gtt ggg gaa cat 14 5 
Val Arg Thr Glu Glu Val Glu Ser lie Asp Ser Pro Val Gly Glu His 
30 • 35 40 45 

caa cag ccg ggc ggc acg tec atg aat ctg. ccg gtacgttcaa tttagtgaat 198 
Gin Gin Pro Gly Gly Thr Ser Met Asn Leu Pro 
50 55 

gaattaagta attaccttta gcaaattaac atctaagtgg ttgcgtttca cccttggaat 258 

tgaattagee cactagcgct agttgttaac catttgattg tgagccggta gagagggctt 318 

cagggegagt agtgtgaata ct.tgtgaagt ggagacttgg acaaaaatac ttaccatgtg 378 

cttgttccca cctttttcat tttcttttct tggctgagat acag atg cat ttc agg 434 

Met His Phe Arg 
60 

ttc aag cgt cag age cac etc tec ctg tgc cgt tgg tgc tgc aac tgc 482 
Phe Lys Arg Gin Ser His Leu Ser Leu. Cys Arg Trp Cys Cys Asn Cys 
65 70 75 



tgt cac aac aag ggc tgt ggc ttc tgc tgc aaa ttc tgag.gacctg 



528 



Cys His Asn Lys Gly Cys Gly Phe Cys Cys Lys Phe 
80 85 



ccagcaaagg gcgaattcgt ttaaaacac ■ 557 



<210> 284 
<211> 88 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Typel Hepcidin 
sequence 

<400> 284 

Met Lys Thr Phe Ser Val Ala Val Ala Val Val Val- Val Leu Ala Cys 
1 5 10 15 

Met Phe lie Leu . Glu Ser Thr Ala Val Pro Phe Ser Glu. Val Arg Thr 
20 25 ' 30 

Glu Glu Val Glu Ser lie Asp Ser Pro Val Gly Glu His Gin Gin Pro 

35 40 .45 

Gly Gly Thr Ser Met Asn Leu Pro Met His Phe Arg Phe Lys Arg Gin 
50 55 60 

Ser His Leu Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys His Asn Lys 
65 70 75 " 80 

Gly Cys Gly Phe Cys Cys Lys Phe 
85 



<210> 285 
<211> 81 
<212> PRT 

<213> Pleuronectes americanus 
<400>. 285 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

20 25 . 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Pro Val Asp Ser Gly Met Met Pro Asn Asn Arg Gin Lys Arg Ser. Ala 
50 55 60 

Asp Cys Trp Pro Cys Cys Asn Gin Asn Gly Cys Gly Thr Cys Cys Lys 

65. 70. 75 80 



Val 



<210> 286 
<211> 81 
<212> PRT 

<213> Paralichthys . olivaceus 
<400> 286 

Met Lys Thr Phe Ser Ala Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 .10 , 15 

lie Cys lie Gin. Gin Ser Ser Ala. Thr Ser Pro Glu Val Gin Glu Leu 
20 25 . 30 

Glu Glu Ala Val Ser Ser Asp Asn Ala Ala Ala. Glu His Gin Glu Gin 
35. 40 45 

Ser Ala Asp Ser Trp Met Met Pro Gin Asn Arg Gin Lys Arg Asp Val 
50 . 55 60 

Lys Cys Gly Phe Cys Cys Lys Asp Gly Gly Cys Gly Val Cys Cys Asn 
65 70 75 80 

Phe 



<210> 287 
<211> 84 
<212> PRT 

<213> Pleuronectes americanus 
<400> 287 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Ser Phe Pro Glu Ala Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His -Gin Glu Thr 
35 40 45 

Pro Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Ser Phe 

50 55 ~ • . 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 70 75 80 



Cys Cys Lys Phe 



<210> 288 ■ 
<211> 84 
<212> PRT 

<213> Pleuronectes americanus 
<400> 288 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 



He Cys He Gin Gin Ser Ser. Ala Ser Phe Pro Glu Ala Gin Glu Leu 
20 25 30 



Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 



Pro Val Asp Ser Trp Met Met Pro Asn Asn Arg Gin Lys Arg Gly Phe 

50 55 60 " . 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 70 75 80 

Cys Cys Lys Phe 



<210> 289 
<211> 58 
<212> PRT 

<213> Pleuronectes americanus 
<4 00> 2.8 9 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Met Pro Tyr Asn 

20 25 30 

Arg Gin Lys Arg Gly Phe Lys Cys Lys Phe Cys Cys Gly Cys Cys Gly 
35. 40 45 

Ala Gly Val Cys Gly Met Cys Cys Lys Phe 
50 55 



<210> 290 
<211> 84 
<212> PRT 

<213> Pleuronectes americanus 
<400> 290 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val. Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His. Gin Glu Thr 
35 4 0 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 '55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 70 " ■ - - - 75 - QQ 



Cys Cys Lys Phe 



<210> 29i 
<211> 84 
<212> PRT 



<213> Pleuronectes americanus 



<400> 291 

Met Lys.Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu lie Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Ser Pro Glu Val Gin Gly Leu 
20 25 , .30 

Glu Glu Ala Val. Ser Asn Asp Asn. Ala Ala Ala Glu His- Gin Glu Thr 
35 4 0 4 5 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 70 .75 80 

Cys Cys Arg Ser 



<210> 292 

<2li> 84 . 
<212> PRT 

<213> Hippoglossus hippoglossus 
<400> 292 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 . 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser Val Asp Leu Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 

50 55 60 . 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 70 75 * . 80 



Cys Cys Arg Phe 



<210> 293 
<211> 84 
<212> PRT 

<:213> Hippoglossus hippoglossus 
<400> 293 

Met Lys Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro- Glu Val Gin Glu Leu 

20 .25 30 . 



Glu Glu Ala Val Ser Asn Asp. Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 



Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55* 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 70 .75 80 

Cys Cys Arg Phe' 



<210> 294 

<211> 86 ■ 
<212> PRT • 

<213> Hippoglossus hippoglossus 
<400> 294 

Met Lys Thr Cys Gly Phe Ala Ala Ala Val Ala Val Leu Leu Thr Phe 
1 5 10 15 

lie Cys lie Gin Glu Gly Cys Ala. Val Ser Val Ala Glu Glu Gin Val 

.20 25 30 

Leu Lys Asp Pro Met Gly Asn Gly Asp Pro Gin Glu Val Pro Ala Glu 
35 40 45 

Ser Ser Gly Arg Gin Trp. Met Met Pro Phe His Phe Arg <51n Arg Arg 
50 55 60 " • 

Gly Ser Gly Pro Met Pro Cys Arg Gin Cys Cys His Cys Cys Pro Glu 
65 70 75 80 

Asn Gly Arg Val Tyr Val 

. 85 



<210> 295- 
<211> 85 
<212> PRT 

<213> Morone saxatilis 
<400> 295 

Met Lys Thr Phe Ser Val Ala Val Ala Val Ala Val Val Leu Ala Phe 
1 5 10 15 . 

lie Cys Leu Gin Glu Ser Ser Ala Val Pro Val Thr Glu. Val Gin Glu 
20 25 30 

Leu Glu. Glu Pro Met Ser Asn Glu Tyr Gin Glu. Met Pro Val Glu Ser 
35 40 45 

Trp Lys Met Pro Tyr Asn Asn Arg His Lys Arg His Ser Ser Pro Gly 
50 ^ 55 60 

Gly Cys Arg . Phe Cys Cys Asn Cys Cys Pro Asn Met Ser Gly Cys Gly 
65 70 75 80 



Val Cys Cys Arg Phe 
85 



<210> 296 
<211> 90 . 
<212> PRT 

<213> Oryzias latipes 
<400> 296 

Met Lys Ala Phe Ser lie Ala Val Ala Val Thr Leu Val Leu Ala Phe 
1 . , 5 10 15 

lie Cys lie Leu Gin Ser Ser Ala lie Pro Val Asn Gly Val Lys Glu 

20 ■ 25 "* 30 

Leu Glu Glu Ala Ala Ser Asn Asp Thr Pro Val Ala Ala Arg His Glu 
35 40 45 

Met Ser Met Gin Pro Trp Met Leu Pro Asn His lie Arg Glu Lys Arg 
50 55 60 

Gin Ser His lie Ser Met Cys Thr Met Cys Cys Asn Cys Cys Lys Asn 
65 70' ^ 75 . 80 

Tyr Lys Gly Cys Gly Phe Cys Cys Arg Phe 
85 90 



<210> 297 
<211> 90 
<212> PRT 

<213> Pleuronectes americanus 
<400> 297 

Met Lys Ala Phe Ser lie Ala Val Ala Val Thr Leu Val Leu Ala Phe 

1 ... 5 10 15 

Val Cys lie Gin Cys Ser Ser Ala Val Pro . Phe Gin Gly Val Gin Glu 
20 25 30 

Leu Glu Glu Ala Gly Gly Asn Asp Thr Pro Val Ala Glu His Gin Val 
35 • 40 45 

Met Ser Met Glu Ser Trp Met Glu Asn Pro Thr Arg Gin Lys Arg. His 
50 55 60 ■ 

lie Ser His lie Ser Leu Cys Arg Trp Cys Cys .Asn Cys Cys Lys Ala 
65 7 0 7 5 ' 80 

Asn Lys Gly Cys Gly Phe Cys Cys Lys Phe 
85 90 



<210> 298 
<211> 89 * 
<212> PRT 

<213> Paralichthys olivaceus 
<220> 

<221> MOD__RES 
<222> (85) 

<223> Variable amino acid 



<400> 298 



Met Lys Ala Phe Ser lie Ala Val Ala Val Thr Leu Val Leu Ala Phe 
1 5 10 15 



Val Cys lie Gin Asp Ser Ser Ala lie Pro Phe Gin Gly Val Gin Glu 
20 25 30 

Leu Glu Glu Ala Gly Gly Asn Asp Thr Pro Val Ala Ala His Gin Met 
35 40 , 45 

Met Ser Met Glu Ser Trp Met Glu Ser Pro Val Arg Gin Lys Arg His. 
50 55 60 

lie Ser His lie Ser Met Cys Arg Trp Cys Cys Asn Cys Cys Lys Ala 
65 70 75 ~ " 80 

Lys Gly Cys Gly Xaa Cys Cys Lys Phe 
85 



<210> 299 
<211> 88 
<212> PRT 

<213> Hippoglossus hippoglossus 
<400> 299 

Met Lys Thr Phe Ser Val Ala Val Ala Val Val Val Val Leu Ala Cys 
1 5 10 15 

Met Phe lie Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr 
20 2 5 30 

Glu Glu Val Glu Ser lie Asp Ser Pro Val Gly Glu His Gin Gin Pro 
35 4 0 4 5 

Gly Gly Thr Ser Met Asn Leu Pro Met His Phe Arg Phe Lys Arg Gin 
50 55 60 

Ser His Leu Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys His Asn Lys 
65 70 75 80 

Gly Cys Gly Phe Cys Cys Lys Phe 

. 85 • 



<210> 300 

<211> 88 

<212> PRT 

<213> Salmo salar 

<400> 300 

Met Lys Thr Phe Ser Val Ala Val Ala Val Val Val Val Leu Ala 'Cys 
1 5 " 10 • 15. 

Met Phe lie Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr 
20 25 30 

Glu Glu Val Glu Ser lie Asp Ser Pro Val Gly Glu His Gin Gin Pro 
35 40 45 

Gly Gly Thr Ser Met Asn Leu Pro Met His Phe Arg Phe Lys Arg Gin 
50 55 60 



Ser His Leu Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys His Asn Lys 
65 70 75 80 



Gly Cys Gly Phe Cys Cys . Lys Phe 
85 



<210> 301 

<211> 8 6 * ■ 

<212> PRT" 

<213> Salmo salar 

<400> 301 " 

Met Lys Thr Phe Ser Val Ala Val Val Pro Val lie Ala Cys Met Phe 
1 5 10 15 

lie Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr Glu Glu 

20 25 30 

Val Gly Ser Phe Asp Ser Pro Val Gly Glu His Gin Gin Pro Gly Gly 
35 4 0 .45 

Thr Ser Met Asn Leu Pro Met His Phe Arg Phe Lys Arg Gin Ser His 
50 55 ~ 60 

Leu Ser Leu Cys Arg Trp Cys Phe Asn Cys Cys His Asn Lys Gly Cys' 
65 70 75 . 80 

Gly Phe Cys Cys Lys Phe 
85 



<210> 302 
<211> 61 
<212> PRT 

<213> Oncorhynchus mykiss ' 

<220> . 
<221> MOD_RES 
<222> (37) 

<223> Variable amino acid 
<220> 

<221> MOD_RES 
<222> (-55) 

<223> Variable amino acid 
<400> 302 

Leu Gin Val Leu Thr Glu Glu Val Gly Ser lie Asp Ser Pro Val Gly 
1 . 5 10 15 

Glu His Gin Gin Pro Gly Gly Giu Ser Met Arg Leu Pro Glu His Phe 
20 25 30 

Arg Phe Lys Arg Xaa Ser His Leu Ser Leu Cys Arg Trp Cys Cys Asn 
35 40 45 



Cys Cys His Asn Lys Gly Xaa Gly Phe Cys Cys Lys Phe 
50 55 60 



<210> 303 

<211> 86 

<212> PRT 

<213> Salmo salar 

<400> 303 

Met Lys Gin Phe Ser Val'Ala Val Val Leu Val Met Ala Cys Met Phe 
1 5 10 15 

lie Val Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr Glu Glu . 
20 .25 30 

Val Gly Ser. Leu Asp Ser Pro Val Gly Glu His Gin Gin Pro Gly Gly 
35 40 . • 4 5 

Glu Ser Met His Leu Pro Glu Pro. Phe Arg Phe Lys Arg Gin lie His 
50 55 60 

Leu Ser Leu Cys . Gly Leu Cys Cys Asn Cys Cys His Asn. lie Gly Cys 
65 70 75 ' 80 

Gly^ Phe Cys Cys Lys Phe 
85 



<210> 304 
<211> 84 
<212> PRT 

<213> Homo sapiens 
<400> 304 

Met Ala Leu Ser Ser Gin lie Trp Ala Ala Cys Leu Leu Leu Leu Leu 
1 5 10 15 

Leu Leu Ala Ser Leu Thr Ser Gly Ser Val Phe Pro Gin Gin Thr Gly 
20 . 25 30 

Gin Leu Ala Glu Leu Gin Pro Gin Asp Arg Ala Gly Ala Arg Ala Ser 
35 4 0 45 > 

Trp Met Pro Met Phe Gin Arg Arg Arg Arg Arg Asp Thr His Phe Pro 

50 .55 60. 

lie Cys lie Phe Cys Cys Gly Cys Cys His Arg Ser Lys Cys Gly Met 
65 .70 75- ' 80 

Cys Cys Lys Thr 



<210> 305 
<211> 30 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Formula peptide 



<220> 

<221> MOD RES 



<222> (9) . . (11) 

<223> Variable amino acid; this region may encompass 1-3 Xaa repeats 
<220> 

<221> MISC_FEATURE 

<222> (12) .. . (13) 

<223> this region may encompass 0-2 Leu residues 
<220> 

<221> MI SC_FEATURE 

<222> (14) . . (14) 

<223> may or may not be present 
<220> 

<221> MI SC_FEATURE 

<222> (16) ... (16) 

<223> may of may not be present 
<220> 

<221> MOD_RES 

<222> (17) . . (17) 

<223> Variable amino acid; may or may not be present 
<220> 

<221> MOD_RES 

<222> (21) . . (21) 

<223> Variable amino acid; may or may not be present 
<220> 

<221> MIS C_ FE AT U RE 

<222> (22) . . (22) 

<223> may or may not be present 

■ <220> 

<221> MISC_FEATURE 

<222> (23) . . (23) 

<223> may or may not be present . 
<220> 

<221> MI SC_FEATURE 

<222> (24) . . (24) . 

<223> may or may not be present 
<220> 

<221> MISC_FEATURE 

<222> (25) . . (25) 

<223> may or may not be present 
<220> 

<221> MISC_FEATURE 

<222> (26) . . (26) 

<223> may or may not be present 
<220> 

<221> MI SC_FEATURE 

<222> (29) . . (29) 

<223> may or may not be present 
<220> 

<221>. MISC_FEATURE 

<222> (30) . . (30) 



<223> may or. may not be present 



<220> 

<223> see specification as filed for detailed description of 
preferred embodiments 

<400> 305 

Met Lys Phe Thr Ala Thr 'Phe Leu Xaa Xaa Xaa Ley Leu .Phe lie Phe 
1 5 10 15 

Xaa Val Leu Met Xaa Val Glu Asp Pro Leu Gly Glu Cys Gly 

20 25 . 30. 



<210> 306 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Formula peptide 
<220> 

<221> MISC_FEATURE 
<222> (1) . . (1) 

<223> may or may not be present . 
<220> 

<221> MOD_RES 
<222> (2) . . (2) 

<223> Variable amino acid; may or may not be present 
<220> 

<221> MOD_RES 
<222> (3) . . (4) - 

<223> Variable amino acid; this region may encompass 1-2 Xaa residues 
<220> 

<221> MI SC_FEATURE 
<222> (5) . . (5) 

<223> may or may not be present 
<220> 

<221> MOD_RES • 
<222> (6) . . (8) 

<223> Variable amino acid; this region may encompass 1-3 Xaa residues 
<220> 

<221> MISC_FEATURE 
<222> (9) . . (9) 

<223> may or may not be. present 
<220> 

<221> MISC_FEATURE 
<222> (10) . . (10) 

<223> may or may not be present 
<220> 

<221> MOD_RES 
<222> (12) . . (12) 
<223> Asn or Asp 



<220> 

<221> MOD_RES 
<222> : (15) . . (15) 
<223> Ala or Ser 

<220> 

<221> MOD_,RES 
<222> (18).. . (18) 
<223> Asp or Glu 

<220> 

<223> see specification as filed for detailed description of 
preferred embodiments 

<400> 3.06 

Tyr Xaa Xaa Xaa Glu Xaa Xaa Xaa Gin Glu. Leu Xaa Lys Arg Xaa Val 
1 5 10 15 

Asp Xaa 



<210> 307 
<211> 14 . 
<212> PRT 

<213> Artificial Sequence . 
<220> 

<223> Description of Artificial Sequence: Synthetic 
signal peptide II 

<220> 

<221> MOD_RES 

<222> (3) . . (6) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 

<222> (8) . . (9) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 

<222> (11) . . (12) 

<223> Variable amino acid 

<400> 307 

Met Lys Xaa Xaa Xaa Xaa Ala Xaa Xaa Val Xaa Xaa Val Leu 
1 5 10 



<210> 308 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
signal peptide III 



<400> 308. 



Met Lys Thr. Phe Ser Val Ala Val 
1 5 



<210> 309 
<211> 24 
<212> PRT 

<213> Artificial Sequence . . 

<220> 

<223> . Description of Artificial Sequence: Synthetic 
signal peptide IV 

<220> 

<221> M0D_RES 

<222> (15) . . (15) 

<223> Variable amino acid 

<400> 309 

Met Lys Thr Phe Ser Val Ala Val. Thr Val Ala Val Val Leu Xaa Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala 

. 20 



<210> 310 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
signal peptide V 

<220> 

<221> MOD_RES 
<222> (11) . . (11) 
<223> Thr or Val 

<220> 

<221> MOD_RES 
<222> (12) . . (12) 
<223> Leu or Val 

<220> 

<221> MISC_FEATURE 
<222> (16) . . (16) 

<223> may or may not be present 
<220> 

<221> MOD_RES 
<222> (17) . . (17) 
<223> Val or Cys 

<220> 

<221> MOD_RES 
<222> (18) . . (18) 
<223> Cys or Met 

<22 0> • 



<221> MOD_RES 
<222> (19) ... (19) 
<223> lie or Phe 

<220> 

<221> MOD_RES 
<222> (20) . . (20) 
<223> Gin pr lie 

<220> 

<221> MOD_RES 

<222> (21) (21) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 
<222> (22) . '. (22) 

<223> Variable amino acid; may or may not be present 

<220> . 
<221> MOD_RES 
<222> (24) . ..(24 J ■ 
<223> Ser or Thr 

<220> 

<221> MOD_RES 

<222> (29) . ..(30) 

<223> Variable amino acid 

<400> 310 

Met Lys Thr Phe SerVal Ala Val Ala Val Xaa Xaa Val Leu Ala. Phe 
1 5 .10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Ser Xaa Ala Val Pro Phe Xaa Xaa Val 

20 25 30 



<210> 311 
<211> 21 
<212> PRT ' 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
prosequence I peptide 

<220> 

<221> MOD_RES 

<222> (5) . . (5) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 

<222> (10) . . (10) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 

<222>. (12) . . (12) 

<223> Variable amino acid 



<400> 311 

Pro' Glu Val Gin Xaa Leu Glu Glu Ala Xaa Ser Xaa Asp Asn Ala Ala 
1 . 5 10 15 

Ala Glu His Gin Glu 
20 



<210> 312 
<211> 22 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
prosequence II peptide 

<220> 

<221> MOD_RES 

<222> (3) . . (4 ) 

<223> Variable amino acid 

<220> 

<221> M0D_RES 

<222> (6) . . (6) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 
<222> (7) . . (7) 

<223> Variable amino acid; may or may- not be present 
<220> . 

<221> MOD_RES 
<222> (8) . . (8) 
<223> Leu or Thr 

<220> 

<221> MOD_RES 
<222> (12) . . (12) 
<223> Glu or Gly. 

<220> 

<221> MOD_RES 
<222> (13) . . (13) 
<223> Gly or Ser 

<220> 

<221> MOD_RES 

<222> (14). .(14) 

<223> Variable amino acid 

<220> 

<221> M0D_RES 
<222> (16) . ..(16) 
<223> Thr or Ser 



<220> 

<221> MOD_RES 
<222> (19) . . (19) 



<223> Ala or Gly 



<220> 

<221> MOD_RES 

<222> (20) . . (20) 

<223> Variable amino acid 

<400> 312 

Pro Phe Xaa Xaa Val Xaa Xaa Xaa Glu Glu Val Xaa Xaa Xaa Asp Xaa 
1 5 10 .15 

Pro Val Xaa Xaa His Gin 
20 



<210> 313 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 313. 

ggattcctgc tccaaca 17 



<210> 314 
<211> 16 
<212> DNA 

<213> Artificial 1 Sequence 
<220> • • 

<223> Description of. Artificial Sequence: Synthetic 
primer 

<400> 314 ... 

taaggacctg cccqca 16 



<210> 315 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<220> 

<221> M0D_RES 
<222> (3) . . (3) 
<223> Gly or Lys 

<220> 

<221> MOD_RES 

<222> (4) . . (5) 

<223> Variable amino acid 



<220> 



<221> MOD_RES 

<222> (7) . . (7) 

<223> Variable amino acid 

<400> 315 

Gly Trp Xaa Xaa Xaa Phe' Xaa Lys 
1 5 



316 
15 
PRT 

Artificial Sequence 
■ <220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<220> 

<221> MOD_RES 

<222> (2) . . (8) . 
<223> Variable amino acid 

<220> - 

<221> MOD_RES ' 

<222> (10) . . (10) 

<223> Variable amino acid 

<220> 

<221> M0D_RES ■ 

<222> (12) . . (13) 

<223> Variable amino acid 

<400> .316 . 

Gly Xaa Xaa Xaa Xaa Xaa Xaa Xaa His Xaa Gly Xaa Xaa lie His 
1 5 10 15 



<210> 317 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<220> 

<221> MOD_RES 

<222> (11) . . (12) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 

<222> (17) . . (17) 

<22.3> Variable amino acid 



<400> 317 

Phe Lys Cys Lys Phe Gys Cys Gly Cys Cys Xaa Xaa Gly Val Cys Gly 

1 5 10 • .15 



Xaa Cys Cys 



<21G> 318 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<220> 

<221> MOD_RES 

<222> (2) . . (3) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 

<222> (9) . . (9) " 

<223> Lys or His 

<220> 

<221> MOD_RES 

<222> (10) . . (10) 

<223> Variable amino acid 

<400> 318 

■Cys Xaa Xaa Cys Cys Asn Cys Cys Xaa Xaa Lys Gly Cys Gly Phe Cys 
1 5 10 15 

Cys Lys Phe 



<210> 319 
<211> 21 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<220> 

<221> MOD_RES 

<222> (13) . . (14 ) . 

<223> Variable amino acid 

<400> 319 

Phe Lys Cys Lys Phe Cys Cys Gly Cys Arg Cys Gly Xaa Xaa Cys Gly 
15 10 15 

Leu Cys Cys Lys Phe 
20 



<210> 320 
<211> 19 
<212> PRT 



"<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<220> 

<221> MOD_RES 

<222> (1) . . (3) 

<223> Variable ■ amino acid 

<220> 

<221> MOD_RES 

<222> (5) . . (6) 

<223> Variable amino acid 

<220> 

<221> MOD_RES .- 

,<222> (10) . . (11) 

<223> Variable amino acid. 

<220> 

<221> MOD_RES 

<222> (15) . . (15) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 

<222> (19) . . (19) 

<223> Variable amino acid 

<400> 320 

Xaa Xaa Xaa Cys Xaa Xaa Cys Cys Asn Xaa Xaa Gly Cys Gly Xaa Cys 
1 5 10 15 

Cys Lys Xaa 



321 . 
6 

PRT 

Pleuronectes ameri.caniis 
<400> 321 

Trp Met Glu Asn Pro Thr 

1 5 ' 



<210> 322 
<211> 6 
<212> PRT 

<213> Pleuronectes americanus 
<400> 322 

Gly. Cys Gly Phe Cys Cys. 
1 5 



323 

6- 



<212> PRT 

<213> Pleuronectes americanus 



<400> 323 

Gly Arg Arg Lys Arg Lys 
1 5 



<210> 324 
<211> 24 . 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 324 

aagatgaaga cattcagtgt tgca 24 

<210> 325 
<211> 19 
<212> DNA 

<213> Artificial Sequence . 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 325 

gttgttggag caggaatcc 19 
<210> 326 

<211> 24 . . • 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 326 

tgctggcagg tcctcagaat. ttgc ' 24' 

<210> 327 
<211> 879 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence of pleurocidin-like gene 

<400> 327 

atgaagttca ctgccacctt cctcatgatt ttaatcttcg tcctcatggt cgaacctgga 60 
gagtgtggtt gtaagaaatg gtttaaaaag gctgctcacg gtagagtcac ggaattaatt 120 
tgctt.tttgc tttacaaata tttttttata gcagctggaa aatcacaaaa ataaatagtc 180 
gatgtatttg gccaattaga atcactttca tttcaataat aatctaaata gcaacctaaa 240 



aggcctttga 
catgcaccga 
aaacttttct 
aactcaatcc 
aaaacttctt 
aaaaagtcca 
gagtttatca 
gcccttaagt 
actgttattg 
ttaccttggt 
tgcttttgac 



ttagcatgtt 
cctgctgcgg 
aggcgattta 
ctatgataaa 
gaaagt'atgt 
actaattgtg 
atatgtgttt 
aaggacttct 
acaacttctc 
gagcagcagc- 
tgaagaagtc 



ccttcaatga 
caacaattga 
atctttccat 
ataataacac 
atcaaacatc 
ttatggaatt 
ttgtttgttt 
accattatta 
ttttcctgct 
agctcgacaa 
gccttgaagg 



aatggatgtt 
attccaattt 
aactcggctt 
atacattctg 
atctgtttgt 
gtataaattg 
tacacagttg 
ctgtataatt 
gactctctcc 
gcgtgcagtc 
agccttcag 



gaggtttatt 
gtcccaaagg 
tgtttttaaa 
atttatacaa 
ataattgttt 
tcatttaata 
gcaagaacgt 
ttgatagtat 
atccgactca 
gat gaa gage 



ttgattctca 
aattcaaagt 
aatatataat 
gacaagattg 



300 
360 
4 20 
480 



aacatttca'c 54 0 
taattttttt 600 
tggcaaggtg 660 
tatcaecagt 720 
tctgcagtgc 780 
ccagtgttat .840 
879 



<210> 328 " 
<211> 335 
<212> DNA 

<213> Pleuronectes americanus 



<220> 
<221> CDS 
<222> (27) 



(230) 



<400> 328 

acaaagccca ctttgtattc gcaaga atg aag ttc act .gcc acc ttc etc atg 53 

Met Lys Phe Thr Ala Thr Phe Leu Met 
1 5 

atg gcc ate ttc gtc etc atg gtt gaa cct gga gag tgt ggc tgg gga . 101 
Met Ala lie Phe Val Leu Met Val Glu . Pro Gly Glu Cys Gly Tirp Gly 
10 15 20 25 

age ttt ttt aaa aag get get cac gtt ggc aag cat gtt ggc aag gcg 149 
Ser Phe Phe Lys Lys Ala Ala His Val Gly Lys His Val Gly Lys Ala 
30 35 ' 40 

gcc ctt act cat tac ctt . ggc gat aag cag gag etc aac aag egt gca 197 
Ala Leu Thr His Tyr Leu Gly Asp Lys Gin Glu Leu Asn Lys Arg Ala 
4 5 ^ 50 • 55 

gtc gat gaa gac cca aat gtt att gtt ttt gaa tgaagaaatc gccttgaagg 250 
Val Asp Glu Asp Pro. Asn Val lie Val Phe Glu 
60 65 

agecttcaga tgatatataa tccttcttgc ttttaatgaa ataaatcaga cttttacctg 310 

caacagcaaa aaaaaaaaaa aaaaa 335 



<210> 329 
<211> 68 
<212> PRT 

<213> Pleuronectes americanus 



<400> 329 

Met Lys Phe Thr Ala Thr Phe Leu Met Met Ala lie Phe Val Leu Met 
1 5 10 15 . 



Val Glu Pro Gly Glu Cys Gly Trp Gly Ser Phe Phe Lys Lys Ala Ala 
20 25 30 



His Val Gly Lys His Val Gly Lys Ala Ala Leu Thr His Tyr Leu Gly 
35 * 40 45 



Asp Lys Gin Glu Leu Asn Lys Arg Ala Val Asp Glu Asp Pro Asn Val . 
50 55 60 

He Val Phe Glu 
65 ' 



<210> 330 
<211> 21 
<212> PRT * 

<213> Artificial Sequence 
<220> ' 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 330 

Phe Leu Gly Phe Leu Phe His Gly He His His Gly He Arg Ala He 
1 5 10 . 15 

His Leu He His Gly . 

20 



<210> 331 

<211> 34 

<212> PRT 

<213> Artificial Sequence 

<220> ... 

k< <223> Description of. Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 331 

Phe Phe Gly Ala Leu He Lys Gly Ala lie His Gly Gly Lys Leu Leu 
1 5 10 ' 15 

His Lys Leu He Lys Lys Lys His Glu His His Gly Tyr Gly Lys His 
20 25 30 

Trp Gly 



<210> 332 
<211> 22 
<212> PRT 

<213> Artificial Sequence 
. <220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 332 

Phe Leu Gly Phe Leu Phe His Gly He Arg His Gly lie Lys Ala He 
1 . 5 10 15 



His Gly Met lie His Gly 
20 



333 
25 
PRT 

Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 333 ' 

Gly Lys Gly Arg Trp Leu Glu Arg lie Gly Lys Ala Gly Gly lie lie 
1 5 10 15 

lie Gly. Gly Ala Leu Asp His Leu Gly 
20 25 . 



<210> 334 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 334 

Gly Leu Gly Asn Trp Met Gly Pro His lie Ser Gly Glu Lys Lys Ala 
1 5 10 . 15 

Leu His Met Asn Ser Glu Arg Arg Ser 
20 25 



<210> 335 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 335 

Gly Leu Gly Asn Trp lie Val Arg Pro lie Gly Gly Glu Lys Lys Ala 

1 "* 5 10 ... 15 

Leu Gin Met Asn Ser Glu Arg Arg Ser 
20 25 



<21.0> 336 
<211> 35 
<212> PRT 

<213> Artificial Sequence 



<210> 
<211> 
<212> 
<213> 



<22 0> 



<223> Description of Artificial 
pleurocidin-like peptide 

<400> 336 

Leu Phe Gly Lys Phe Leu Lys Lys 
1 5 

Gly Glu Thr Ala Leu His Val Ala 
20 

His His Gly 
35 



Sequence : Synthetic 



Val Val His Ala Gly Thr Ser He 
10 15 

Ala Glu His His Gly Leu His Ala 
25 30 



<210> 337 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial • Sequence : Synthetic 
pleurocidin-like peptide 

<400> 337 . 

Gly Leu Gly Asn Trp Met Gly Pro His lie Ser Gly Arg Lys Lys Ala 

1 . 5 10 - ; • 15 

Leu His Met Asn Ser Glu Arg Arg Ser 

20 • 25 



<210> 338 

<211> 22 

. <212> PRT . . ., 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 338 

Phe Leu Gly Leu Leu Phe His Gly Val His His Val Gly Lys Leu He 
1 5 10 15 

His Gly Leu He His Gly 

20 



<210> 339 
<211> 27 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 339 

Ala Arg Trp Gly Thr Phe Phe Lys His He Phe Lys Ala Gly Arg Phe 
1 5 10 15 



lie His Gly Ala lie Gin Ala His Asn Asp Gly 
20 25 



<210> 340 
<211> 30 
<212> PRT 

<213> Artificial Sequence , 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 340 

Ala Trp lie Pro Ala Leu Asn Arg lie Tyr His , Gly Ala Leu Leu Arg 
1 5 10 15 

lie Asn Arg Gin Met Val Tyr Tyr Arg Arg His Trp His Gly 
20 25 30 



<210> 341 
<211> 30 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 341 

Ala Trp Met Pro Ala Leu Asn Arg lie Tyr His Gly Ala Leu Leu Arg 
1 5 10 . 15 

lie Asn Arg Gin Met Val Tyr Tyr Arg Arg His Trp His Gly 

20 25 30 



342 
23 
PRT 

Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 342 

Gly Trp Lys Lys Trp Phe Thr Lys Gly Ala Lys His Leu Gly Gin Ala 
1 5 10 15 

Ala lie Asn Gly Leu Ala Ser 

20. 



<210> 343 
<211> 23 
<212> PRT 

<213> Artificial Sequence 
<220> 



<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<4.00>343 

Gly Trp Lys Lys Trp Leu Arg Lys Gly Ala Lys His Leu Gly Gin Ala 
1 5 10 15 

Ala lie Lys Gly Leu Ala Ser 
20 



<210> 34 4 
<211> 22 
<212> PRT 1 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 34 4 

Phe Gly Asp Phe Tyr Met Lys Pro Gly Arg Lys lie Ser His Gly Tyr 
1 5 10 15 

lie Arg Ser Pro Tyr Gly 
20 



<210> 345 
<211> 19 
<212> PRT 

<213> Artificial Sequence 

<220> . .. 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 345 

Gly Tyr Trp Arg Phe Arg Asn His Arg Gly Glu Arg Leu Ser Gin Arg 
1 5 10 , 15 

His Phe Ala 



<210> 346 
<211> 23 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 346 

Phe Gly Met Leu Phe His Arg Val His His Ala Gly Arg Leu lie His 
1 5 10 15 



Arg Phe lie Lys Arg" His Gly 
20 



<210> 347 
<211> 32 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic, 
pleurocidin-like peptide 

<400> 347 

lie Phe Gly Leu lie Ala Thr Ala Val His Asn Ala Gly Arg . Leu lie 

1 .5 10 ' ■ 15 

His Arg Leu Leu Gly Phe His His Gly Pro Pro.Gly Phe Trp His Gly 
20 25 " 30 



<210> 348 
<211> 32 
. <212> PRT 

• <213> Artificial Sequence 
<220> 

<223> Description . of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 348 

lie Phe Gly Leu lie Ala Thr Ala Val His Asn Val Gly Arg Leu Val 
1 5 10 15 . 

His Gly Leu Leu Gly Phe His His Gly Pro Pro Gly Phe Trp His Gly 
20 25 30 



<210> 349 
<211> 32 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 349 

lie Phe Gly Leu lie Ala Thr Ala Val His Asn Val Gly Arg Leu Val 
1 5 10 ' 15 

His Gly Leu Leu Gly Phe His His Gly Pro Pro Arg Phe Trp His Gly 
20 25 30 



<210> 350 
<211> 34 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 



<400> 350 

Phe Phe Gly Met Arg Phe His Gly Val His His Ala Gly Gly Gly Phe 
1 5 10 ~ 15 

Leu Asn Ala Gin Gly Leu Leu Pro Ser Leu Leu Leu Asn Pro Gly Tyr 

20 25 30 . 

Arg Gly , 



<210> 351 
<211> 22 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 351 

Phe Phe Gly Ala Leu Leu Lys Gly Ala Gin Ala Leu His Gly lie lie 
1 5 10 15 

His Asn Ala Arg His Gly 
20 



<210> 352 
<211> 26 
<212> PRT 

<213> Artificial Sequence 
<220> . 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 352 

Gly Trp Lys Asp Trp Phe Arg Lys Ala Lys Lys Val Gly Lys Thr Val 
1 5 10 ' 15 

Gly Gly Leu Ala Leu Asn His Tyr Leu Gly 
20 25 



<210> 353 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 353 

Gly. lie Arg Lys Trp Phe. Lys Lys Ala Ala His Val Gly Lys Glu Val 
1 5 10 15 



Gly Lys Val Ala Leu Asn Ala Cys Leu 

20 . 1 25 



<210> 354 
<211> 26 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 354 

Gly Leu Lys Lys Trp Phe Lys Lys Ala Val His Val .Gly Lys Lys Val 
1 5 10 15 . 

Gly Lys Val Ala Leu Asn Ala Tyr Leu Gly 
20 25 



<210> 355 
<211> 26 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 355 . 

Gly Trp Arg Lys Trp lie Lys Lys Ala Thr His Val Gly Lys His lie 
■ 1 5 10 15 

Gly Lys Ala Ala Leu Asp Ala Tyr lie Gly 
20 25 



<210> 356 
<211> 26 • 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 356 

Gly Cys Lys Lys Trp Phe Lys Lys Ala Ala His Val Gly. Lys Asn Val . 
1 5 1.0 15 

Gly Lys Val Ala Leu Asn Ala Tyr Leu Gly 
20 25 



<210> 357 
<211> 26 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 



<400> 357 

Gly lie Arg Lys Trp Phe Lys Lys Ala Ala His Val Gly Lys Lys Val. 
1" 5 10 15 

Gly Lys Val Ala Leu Asn Ala Tyr Leu Gly 
20 J 25 

<210> 358 * 
<211> 27 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 358 

Trp Leu Glu Arg Lys Trp Phe Lys Lys Ala Thr His Val Gly Lys His 
1 , 5 10 .15 

Val Gly Lys Ala Ala Leu Asp Ala Tyr Leu Gly 

■ 20 25 



<210> 359 
<211> 23 
<212> PRT 

<213> Artificial Sequence . 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 359 

Phe Phe Gly Leu Leu Phe His Gly lie His His Ala. Gly Lys Leu lie 
1 .5 10 15 

His Gly Leu lie His His Gly 
20 



<210> 360 
<211> 24 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 360 

Leu Gly Asn Trp. Met Gly Pro His lie Ser Gly Arg Lys Lys Ala Leu 
1 5 10 "* 15 

Gin Met Asn Ser Glu Arg. Arg Ser 
20 



<210> 361 
<211> 23 



<212> PRT 

<213> Artificial Sequence 
<220> , 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 361 , 

Phe Leu Gly Leu Leu Phe His Gly Val His His Val Gly Asn Leu lie 
1 5 10 . 15 

His Gly Leu lie His His Gly 

20 • • 



362 
26 
PRT 

Artificial Sequence 

<220> * . 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 362 

Gly lie: Arg Lys Trp Phe Lys Lys Ala Ala His Val Gly Lys Lys Val 
1 - 5 10 15 

Gly Lys Val Ala Leu Asn Ala Tyr Leu Gly 
20 25 



<210> 
<211> 
<212> 
<213> 



A' 



